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SPECIAL POSTERS 
These posters will be displayed Monday through Thursday. 
Poster 001 Keyword Occurrence Statistics at ASMS Annual 
Conferences, 2001-2006; David N. Heller1; Tom Thomas2; 
1FDA Center for Veterinary Medicine, Laurel, MD; 
2Inmerge Co., Sante Fe, NM 
Poster 002 Mass Whatever!  Explaining The Significance and 
Impact of Mass Spectrometry in Society; Donald H. 
Chace1; David  Sparkman2; 1Pediatrix Analytical, 
Bridgeville, PA; 2Consultant, Antioch, CA 
Poster 003 TBA 
Poster 004 TBA 
AMBIENT IONIZATION I 
MP 004 Carbon Dioxide-Induced Atmospheric Sample 
Desorption and Analysis; Michael J. Tomany; Joseph A. 
Jarrell; Waters Corporation, Milford, MA 
MP 005 Enhanced Information Content of Direct Desorption 
Experiments Utilising Reactive DESI Combined With 
Ion-Mobility Mass Spectrometry and Tandem Mass 
Spectrometry; Gillian R. Hilton1; Jonathan P. Williams1; 
Richard J. Holland1; Konstantinos Thalassinos1; Anthony T. 
Jackson2; James H. Scrivens1; 1University of Warwick, 
Coventry, United Kingdom; 2ICI Measurement Science 
Group, Wilton, Redcar 
MP 006 Aerosol Desorption Electrospray Ionization; Jianan Dong; 
Yohannes Rezenom; Kermit K. Murray; Louisiana State 
University, Baton Rouge, LA 
MP 007 Rapid In-Source Methods for DART-interface TOFMS 
Determination of Structural Information; Teresa M. 
Vail1; Robert B. Cody2; O. David Sparkman1; Patrick R. 
Jones1; 1University of the Pacific, Stockton, CA; 2JEOL USA, 
Inc., Peabody, MA 
MP 008 Quantitative Desorption Electrospray Ionization 
Quadrupolar Ion Trap Mass Spectrometry of 
Antimalarial Pharmaceutical Preparations; Leonard 
Nyadong1; Sameer  Late2; Ajay Banga2; Michael Green3; 
Paul Newton4; Facundo Fernandez1; 1Georgia Institute of 
Technology, Atlanta, GA; 2College of Pharmacy, Mercer 
University, Atlanta, GA; 3Center for Disease Control and 
Prevention, Atlanta, GA; 4Mahosot Hospital, Oxford 
University, Oxford, United Kingdom 
MP 009 Atmospheric Desorption Analysis of Pharmaceutical 
Solid Dosage Forms: Progress Over the Past Year; 
Abigale Marcus12; Anthony New12; 1GlaxoSmithKline, King 
of Prussia, PA; 2GlaxoSmithKline, Ware, UK 
MP 010 DESI of Synthetic Polymer Surfaces; Sara E. Whitson; 
Michael J. Polce; Chrys Wesdemiotis; The University of 
Akron, Akron, OH 
MP 011 High Throughput Determination of Proline Stable 
Isotope Enrichments by Direct Analysis in Real Time 
(DART™) Mass Spectrometry; Zhanpin Wu1; Xia-Jun 
Zhang2; 1JEOL USA, Inc., Peabody, MA; 2University of 
Texas Medical Branch at Galveston, Galveston, TX 
MP 012 Salt Tolerance of Desorption Electrospray Ionization 
Mass Spectrometry (DESI-MS) Investigated using 
Common Drugs; Ayanna U. Jackson1; Nari Talaty1; R. G. 
Cooks1; Gary J. Van Berkel2; 1Purdue University, West 
Lafayette, IN; 2Oak Ridge National Laboratories, Oak 
Ridge, TN 
MP 013 Sensitivity and Quantitation using Atmospheric Solids 
Analysis Probe (ASAP) on a High Resolution Mass 
Spectrometer; Richard G. McKay; Barbara S. Larsen; 
Charles N. Mcewen; E I DuPont De Nemours, Wilmington, 
DE 
MP 014 Direct Analysis in Real Time Mass Spectrometry 
(DART-MS) at the Library of Congress: New Answers to 
Old Questions; Jeanette Adams1; Robert B. Cody2; 1Library 
of Congress, Washington, DC; 2JEOL USA, Peabody, MA 
MP 015 DART for Bioanalysis: Where Are We Now? Shaoxia 
Yu1; Cindy Xia1; Brian Musselman2; Joe Tice2; Elisabeth 
Crawford2; Jing-Tao Wu1; 1Millennium Pharmaceuticals, 
Winchester, MA; 2Ion Sense, Inc., Saugus, MA 
MP 016 Development and Characterization of a Desorption 
Electrospray Ionization Source Coupled to Hybrid FT-
ICR Mass Spectrometry for Biological Analyses; Michael 
S. Bereman; Adam M. Hawkridge; David C. Muddiman; 
North Carolina State University, Raleigh, NC 
MP 017 Rapid Formulation Assessment by using an Automated 
DART174; -Based Surface Ionization System; Elizabeth 
Crawford; Brian Musselman; IonSense, Inc., Saugus, MA 
MP 018 Comparison of Electrospray Ionization and Direct 
Analysis in Real Time in Drug Discovery; Chris Petucci1; 
Jason Diffendal1; David Kaufman1; Belew Mekonnen1; Gene 
Terefenko1; Brian Musselman2; 1Wyeth Research, 
Collegeville, PA; 2IonSense, Danvers, MA 
MP 019 Resolution and Accuracy in Desorption Electrospray 
Ionization Experiments; Melvin A. Park; Kevin Dixon; 
Catherine Stacey; Bruker Daltonics, Inc., Billerica, MA 
MP 020 Characterization of Matrix-Assisted Laser Desorption 
Electrospray Ionization (MALDESI) Coupled to a 
Hybrid FT-ICR Mass Spectrometer for Direct Analysis 
of Proteins; Jason S. Sampson; Adam M. Hawkridge; David 
C. Muddiman; North Carolina State University, Raleigh , 
NC 
IONIZATION MECHANISMS 
MP 021 APCI-MS Detection of Low Volatility (ppt) Species at 
Room Temperature: the Advantage of Fenn’s Droplet-
Based “Electrospray Charging"; F. Estevez1; M. 
Hernandez1; J. Rus1; A. Casado1; G. Fernandez de la Mora1; 
P. Martinez-Lozano1; J. Fernandez de la Mora2; 1SEADM, 
Boecillo, Spain; 2Yale University, Mechanical Engineering 
Department, New Haven, CT 
MP 022 Experimental Determination of the Electron Affinities of 
Several MALDI Matrices; Timothy Lippa1; Soren Eustis2; 
Kit Bowen2; 1The Johns Hopkins Applied Physics 
Laboratory, Laurel, MD; 2The Johns Hopkins University, 
Baltimore, MD 
MP 023 An Effect of Plasma Formation on Mechanisms of 
Ionization Near a Cathode in Flow Technique Mass 
Spectrometry Studies; P.S. Vinogradov; D.M. Avtonomov; 
I.A. Popov; E.N. Nikolaev; IEPCP, Moscow, Russia 
MP 024 The Role of Surface Activated Chemical Ionization 
(SACI) Mechanism in Quantitation Performance 
Improvement; Luca Vegetti1; Luigi RossiBernardi2; Simone 
Cristoni1; 1ISB, Italy, Italy; 2Multimedica Laboratories, 
Milan, Italy 
MP 025 Non-Radioactive Ion Source For Psychotropic Drugs In 
Air At Ambient Pressure Through Surface-Ionization 
With Mass-Spectrometry; Utkur Rasulev1; Usman 
Khasanov1; Alexander Mikhaylin1; Gary Eiceman2; 
Fatkhulla Tadjimukhamedov2; Erkinjon Nazarov3; 1Arifov 
Institute of Electronics, Tashkent, Uzbekistan; 2New Mexico 
State University, Las Cruces, NM; 3SIONEX Corporation, 
Bedford, MA 
MP 026 Laser Fluence and Profile Effects on Sensitivity in 
MALDI mass spectrometry; Hui Qiao; Vijanaka Fernando; 
Oleg Krokhin; Vic Spicer; Kenneth G Standing; Werner 
Ens; University of Manitoba, Winnipeg, CANADA 
MP 027 Ionization efficiency Study of Matrix-Assisted Laser 
Desorption Ionization by Picoliter Inkjet Printing 
Sample Preparation; Noriyuki Ojima; Alan Barnes; Omar 
Belgacem; Emmanuel Raptakis; Shimadzu Biotech, 
Manchester, United Kingdom 
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MP 028 Use of Small Polymers to Study Selectivity of 
Electrospray Response; Salimo Mohamed; Laurence 
Charles; University Aix-Marseille I & III, Marseille Cedex 
20, France 
MP 029 Electrospray charging for detecting heavy vapors in 
human breath; Pablo Martinez-Lozano Sinues1; Juan 
Fernandez de la Mora2; 1SEADM, Valladolid, Spain; 2Yale 
University, New Haven, CT 
MP 030 SFC-MS: Ionisation in the Absence of High Voltage - a 
Route to Greater Sensitivity; G. John Langley1; Mohini 
Thite1; Jeff Caldwell2; Richard Coxhead3; Laure Hitzel5; 
Paul Oakley6; Clare Paterson4; Bob Boughtflower4; Frank 
Pullen5; Steve Lane4; 1University of Southampton, School of 
Chemistry, UK; 2Princeton Chromatography Inc., Cranbury, 
NJ 08512; 3Evotec, 151 Milton Park, Abingdon, OX14 4SD, 
UK; 4GlaxoSmithKline, New Frontiers North, Harl, UK; 
5Pfizer Global Research and Development, Sandwich, , UK; 
6Mettler-Toledo Autochem, Newark, DE 
MP 031 Volatilization of Organics by Laser-Induced Acoustic 
Desorption: What is the Mechanism? Alexander V. 
Zinovev; Michael J. Pellin; Igor V. Veryovkin; Argonne 
National Laboratory, Argonne, IL 
MP 032 Investigations of Ionization Mechanisms Present in 
Atmospheric Pressure Ion Sources using APLI; Matthias 
Lorenz; Ralf Schiewek; Klaus J Brockmann; Ana L Mangas 
Suarez; Siegmar Gaeb; Oliver J Schmitz; Thorsten Benter; 
University of Wuppertal, Wuppertal, Germany 
MP 033 Probing Temperature Changes in the Electrospray 
Plume using Laser-induced Fluorescence Spectrometry; 
Yu Zhu; Erik Portelius; Charles Feigerle; Kelsey Cook; The 
University of Tennessee, Knoxville, TN 
INSTRUMENTATION:  NEW CONCEPTS I 
MP 034 A Novel Bulk Electrolysis Cell for Online Mass 
Spectrometric Analysis of Electrochemical Processes; 
Conor Mullens; Waldemar Gorski; Andrew Studley; Stephan 
B.H. Bach; University of Texas at San Antonio, San Antonio, 
TX 
MP 035 Online Coupling of Electrocapture using a Multiple 
Membrane Section Electrospray Membrane Probe 
Interfaced to Time-of-Flight Mass Spectrometry; Thomas 
P. White; Craig M. Whitehouse; Analytica of Branford, Inc., 
Branford, CT 
MP 036 Advanced Manufacturing Techniques for the Fabrication 
of Space Instrumentation Components; Michael S. 
Watson1; Erik A. Syrstad1; James S. Dyer1; Charles M. 
Swenson2; John L. Stauder1; 1Space Dynamics Laboratory, 
North Logan, UT; 2Utah State University, Logan, UT 
MP 037 Energy Focus for Distance-of-Flight Mass Spectrometry; 
Christie G. Enke; Gareth Dobson; University of New Mexico, 
Albuquerque, NM 
MP 038 3-Dimensional Computation of a Laminar Flow Interface 
for LC/MS/MS; Serguei Savtchenko1; Lisa Cousins1; 
Gholamreza Javahery1; Ilia Tomski1; Charles Jolliffe1; 
Nasser Ashgriz2; 1IONICS Mass Spec Group, Inc., Concord, 
Canada; 2University of Toronto, Toronto, Canada 
MP 039 A Novel Electrospray Selected-Ion Flow Tube Mass 
Spectrometer Suited for the Study of Biophysical 
Chemistry; Diethard K. Bohme1; 1York University, Toronto, 
Canada; 2Gregory Koyanagi, Toronto, Canada; 3Stefan Feil, 
Toronto, Canada; 4Janna Anichina, Toronto, Canada; 
5Andrea Dasic, Toronto, Canada; 6Michael Jarvis, Toronto, 
Canada 
MP 040 An Investigation into a Digital Ion Trap as an Ion Source 
for a Time of Flight Mass Spectrometer; Roger Giles1; 
David Rousell1; Michael Sudakov1; Dimitris Papanastasiou2; 
1SRL, Manchester, United Kingdom; 2Las Cruses University, 
Las Cruses, NM 
MP 041 A Compact Neutral Particle Detector for Satellite-Borne 
Space Environment Measurements; Erik A. Syrstad1; 
James S. Dyer1; Charles M. Swenson2; Michael S. Watson1; 
1Space Dynamics Laboratory, North Logan, UT; 2Utah State 
University, Logan, UT 
MP 042 Programmable Ion/Particle Printer at Atmosphere for 
Sample Preparation of MALDI Surfaces; David Fries1; 
Ross Willoughby2; Stan Ivanov1; Brian Gregson1; Edward 
Sheehan2; 1University of South Florida, St. Petersburg, FL; 
2Chem-Space Associates, Pittsburgh, PA 
MP 043 The Development of a Novel Electron Multiplier with an 
Onboard Integral High Voltage Power Supply for use in 
Mass Spectrometers; Bruce N Laprade1; Richard Prunier1; 
Kevin Wheelhouse2; 1BURLE Electro-Optics, Sturbridge, 
MA; 2Applied KiloVolts, Goring by the Sea, UK 
MP 044 Direct Real-Time Desorption/Ionization; Damien A. 
Narcisse; Kermit K. Murray; Louisiana State University, 
Baton Rouge, LA 
MP 045 Using Pulsed Acceleration and Charge Detection to 
Determine Mass in the Gigadalton Regime; Sarah 
Mabbett; Joshua T Maze; Lloyd W Zilch; Martin F Jarrold; 
Indiana University, Bloomington, IN 
MP 046 What is the Speed Limit of ESI? Simulation, 
Measurement and Analysis of Long NanoESI-HT-
TOFMS Timetraces of Some Relevant Fast Processes; 
Ignacio Zuleta; Oh-Kyu Yoon; Matthew D. Robbins; Griffin 
K. Barbula; Richard N. Zare; Stanford University, Stanford, 
CA 
MP 047 Covalent Immobilization of Peptides on Self-Assembled 
Monolayer Surfaces using Soft-Landing of Mass-Selected 
Ions; Peng Wang; Omar Hadjar; Jean H. Futrell; Julia 
Laskin; Pacific Northwest National Laboratory, Richland, 
WA 
MP 048 Application of MAB/FT-ICR for Chemical Warfare 
Agents Detection; Clotilde Le Vot1; Carlos Afonso1; Claude 
Beaugrand2; Françoise Fournier1; Jean-Claude Tabet1; 
1University P. and M. Curie, Paris Cedex O5 , France; 
2Abionix, Aix en Provence, France 
MP 049 Development of a Multiplexed High Throughput Mass 
Spectrometer; Sameer Kothari1; Dennis Taylor2; Jonathan 
Amy1; George Stafford2; R. Graham Cooks1; 1purdue 
University, West Lafayette, IN; 2Thermo Fisher Scientific, 
San Jose, CA 
INSTRUMENTATION:  FTMS 
MP 050 MALDI-FT-ICR-MS Quantification of Peptides and 
Oligosaccharides using Stable-Isotope Labels; Kristina 
Toups; Taufika Islam Williams; Jing Zheng; Jennifer L. 
Frahm; David C. Muddiman; North Carolina State 
University, Raleigh, NC 
MP 051 A New Compensated Infinity Cell for Larger Radius Ion 
Excitation in Fourier Transform Ion Cyclotron 
Resonance Mass Spectrometry; Sunghwan Kim1; Myoung 
Choul Choi1; Seung Yong Kim1; Jong Shin Yoo1; Hyun Sik 
Kim1; Christopher L. Hendrickson2; Alan G. Marshall2; 
1Korea Basic Science Institute, Daejeon, Korea; 2National 
High Magnetic Field Laboratory, Tallahassee, FL 
MP 052 Elemental Composition Determination of Small 
Molecules with High Precision using FTICR MS; Martin 
Zeller12; Wolfgang Metelmann-Strupat12; Markus 
Kellmann12; Scott Peterman12; Bernard Delanghe12; 1Thermo 
Fisher Scientific, Bremen, Germany; 2Thermo Fisher 
Scientific, Somerset, NJ 
MP 053 Improvements to Stepwise-External Calibration in 
FTICR for Proteomic Analysis by Accurate Mass 
Measurement; Li Jing; Chunyan Li; Richard L. Wong; I. 
Jonathan Amster; University of Georgia, Athens, GA 
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MP 054 Low Noise High Performance Preamplifiers for Non-
destructive Detection of Ions in Precision Mass 
Spectrometry; Raman Mathur; Cheng Lin; Konstantine 
Aizikov; Ronald W. Knepper; Peter B. O'Connor; Boston 
University, Boston, MA 
MP 055 The Spontaneous Loss of Coherence Catastrophe in 
FTMS; Konstantin Aizikov; Peter B. O'Connor; BUSM 
Mass Spectrometry Resource, Boston, MA 
MP 056 A Procedure for Tuning and the Preliminary Evaluation 
of an Electrically Compensated Cylindrical ICR Cell; 
Adam M. Brustkern; Don L. Rempel; Michael L. Gross; 
Washington University, St. Louis, MO 
MP 057 Properties of Ions Prepared With Metastable Atom 
Bombardment Analyzed With an Hybrid Q-FTICR 
Instrument; Clotilde Le Vot1; Carlos Afonso1; Claude 
Beaugrand2; Christelle Kotanian1; Denis Lesage1; Jean-
Claude Tabet1; 1Université Paris 6, Paris, France; 2Abionix, 
Aix en Provence, France 
MP 058 Characterization of Electrospray Ionization Hybrid 
Permanent Magnet FTICR Mass Spectrometer; Mikhail 
V. Gorshkov1; Andrey N. Vilkov2; Dmitry A. Tolmachev1; 
Chaminda M. Gamage2; Alexander S. Misharin2; Irina A. 
Tarasova1; Vladimir M. Doroshenko2; 1Institute of Energy 
Problems of Chemical Physics, Moscow, RUSSIA; 
2MassTech, Inc., Columbia, MD 
MP 059 ECD and CID of Peptide Ions in a Hybrid Permanent 
Magnet FT-ICR Mass Spectrometer; Chaminda M. 
Gamage1; Alexander S. Misharin1; Andrey N. Vilkov1; 
Mikhail V. Gorshkov2; Vladimir M. Doroshenko1; 
1MassTech, Inc., Columbia, MD; 2Institute of Energy 
Problems of Chemical Physics, Moscow, Russia 
MP 060 MassSpecter: A Modular Data Station for a Hybrid ESI-
FTICR Mass Spectrometry; Dmitry A. Tolmachev1; 
Konstantin P. Novoselov1; Oleg N. Kharybin1; Andrey N. 
Vilkov2; Vladimir M. Doroshenko2; Mikhail V. Gorshkov1; 
1Institute of Energy Problems of Chemical Physics, Moscow, 
RUSSIA; 2MassTech, Inc., Columbia, MD 
MP 061 Improvement of ion transfer efficiency through the gate 
valve for an external ion injection FT-ICR MS; Myoung-
choul Choi; Sunghwan Kim; Jong Shin Yoo; Hyun Sik Kim; 
Korea Basic Science Institute, Daejeon, SOUTH KOREA 
MP 062 Calibration Laws Based on Multiple Linear Regression 
Applied to MALDI-FTICR-MS; M. Ashley Chadwick; 
Taufika Islam Williams; D. Keith Williams, Jr; David C. 
Muddiman; North Carolina State University, Raleigh, NC 
MP 063 LC/MS, Proteins, and Petroleum: Performance 
Characteristics of a 14.5 Tesla LTQ FT-ICR Mass 
Spectrometer; Tanner M. Schaub1; Greg T. Blakney1; Chris 
L. Hendrickson1; John P. Quinn1; Michael W. Senko2; Alan 
G. Marshall1; 1National High Magnetic Field Laboratory, 
Tallahasse, FL; 2ThermoFisher, San Jose, CA 
MP 064 Peak Formation for an Approximately Tuned FTMS 
Cylindrical Compensated Trap with Modest Numbers of 
High M/Z Ions by Numerical Simulation; Don L. Rempel; 
Adam M. Brustkern; Michael L. Gross; Washington 
University, St Louis, MO 
MP 065 Investigation of Mass Measurement Accuracy of Intact 
Proteins and Product Ions using Hybrid Fourier 
Transform Ion Cyclotron Resonance Mass Spectrometry; 
D. Keith Williams, Jr; Adam M. Hawkridge; David C. 
Muddiman; North Carolina State University, Raleigh, NC 
MP 066 Minimization of Mass Discrimination due to Time-of-
Flight Dispersion in External Source Fourier Transform 
Ion Cyclotron Resonance Mass Spectrometry; 
Christopher L. Hendrickson1; Maria van Agthoven1; Steven 
C. Beu2; Greg T. Blakney1; Alan G. Marshall1; 1National 
High Magnetic Field Laboratory, Tallahassee, FL; 2SC Beu 
Consulting, Austin, TX 
MP 067 Improved Data Acquisition System for Fourier 
Transform Ion Cyclotron Resonance Mass Spectrometry; 
Greg T. Blakney; Christopher L. Hendrickson; Alan G. 
Marshall; ICR Program, NHMFL, Tallahassee, FL 
MP 068 Carbon Cluster Structural Characterization by Gas-
Phase Ion-Molecule Reactions in an FT-ICR Mass 
Spectrometer; Jeremiah M. Purcell1; Christopher L. 
Hendrickson1; Paul W. Dunk2; Harold W. Kroto2; Alan G. 
Marshall1; 1National High Magnetic Field Laboratory, 
Tallahassee, Florida; 2Florida State University, Tallahassee, 
Florida 
MP 069 The New Possibilities in Ion Clouds Dynamic Simulation 
using Supercomputers: Application to FTICR, Kingdon 
Trap and Accumulation Quadrupole Devices; Eugene 
Nikolaev1; Ron Heeren2; Alexander Popov3; Alexander 
Pozdneev3; Gleb Vladimirov4; 1The Institute for Energy 
Problems of Chemical Phys, Moscow, Russian Federation; 
2FOM Institute for Atomic and Molecular Physics, 
Amsterdam, Netherlands; 3Moscow State University, 
Moscow, Russia; 4The Institute for Biochem Phys Russian 
Acad. of Sc, Moscow, Russia 
MP 070 SIMION Modeling of Ion Transfer in RF-Only Multipole 
Ion Guides Immersed in Strong Magnetic Field 
Gradients; Steve C. Beu1; Christopher L. Hendrickson2; 
Alan G. Marshall2; 1S C Beu Consulting, Austin, TX; 
2National High Magnetic Field Laboratory, Tallahassee, 
FL; 3Florida State University, Tallahassee, FL 
MP 071 Study of Radial Electric Fields and Ion Cloud 
Coherence; Nathan Kaiser; Brian Webb; James Bruce; 
Washington State Universtiy, Pullman, WA 
MP 072 Optimal Event Sequences for Octopole-Quadrupole-
Octopole External Introduction for Fourier Transform 
Ion Cyclotron Resonance Mass Spectrometry; Maria Van 
agthoven1; Steven C. Beu2; Greg T. Blakney1; John P. 
Quinn1; Christopher L. Hendrickson1; Alan G. Marshall1; 
1National High Magnetic Fields Laboratory, Tallahassee, 
FL; 2SC Beu Consulting, Austin, TX 
INSTRUMENTATION:  TOF 
MP 073 Multi-Push Enhanced Duty Cycle for oa-TOF Mass 
Spectrometers; Daniel J Kenny; Steven D Pringle; Jason L 
Wildgoose; Waters Corporation, Manchester, United 
Kingdom 
MP 074 Building a Novel Imaging Mass Spectrometer Based on a 
Multi-turn TOF Geometry; Yasuhide Naito1; Manabu 
Heya1; Hirofumi Nagao2; Katsuyoshi Masuda3; Hisanao 
Hazama4; Ren Suzuki4; Kunio Awazu4; Ken-ichi Fujii5; 
Michisato Toyoda5; 1GPI, Hamamatsu, JAPAN; 2Osaka 
Prefecture University, Osaka, Japan; 3Suntory Institute for 
Bioorganic Research, Osaka, Japan; 4Graduate School of 
Engineering, Osaka University, Osaka, Japan; 5Graduate 
School of Science, Osaka University, Osaka, Japan 
MP 075 Lifetimes of Biomolecule Ions Depending on MALDI 
Matrices Measured by a Multi-Turn Time-of-Flight 
Mass Spectrometer, MULTUM II; Hisanao Hazama1; 
Yasuhide Naito2; Ken-ichi Fujii3; Michisato Toyoda3; 
Katsuyoshi Masuda4; Hirofumi Nagao5; Ren Suzuki1; Kunio 
Awazu1; 1Graduate School of Engineering, Osaka 
University, Suita, Osaka, Japan; 2GPI, Hamamatsu, 
Shizuoka, Japan; 3Graduate School of Science, Osaka 
University, Toyonaka, Osaka, Japan; 4Suntory Institute for 
Bioorganic Research, Mishima-gun, Osaka, Japan; 5Osaka 
Prefecture University, Sakai, Osaka, Japan 
MP 076 The Application of High Speed Oscilloscope Analog-to-
Digital Converters to Time-of-Flight Mass Spectrometry; 
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August J. Hidalgo; John C. Fjeldsted; William Frazer; 
Agilent Technologies, Santa Clara, CA 
MP 077 Construction of a Tandem TOF Mass Spectrometer with 
a Spiral TOF Mass Spectrometer and an Offset 
Parabolic Ion Mirror; Takaya Satoh1; Takafumi Sato1; Jun 
Tamura1; Robert DiPasquale2; 1JEOL Ltd., Akishima, Japan; 
2JEOL USA, Inc., Peabody, MA 
MP 078 A Pulsed Orthogonal Electrospray Time-of-Flight Mass 
Spectrometer with Constant-Momentum/ Energy-
Selection; Douglas F. Barofsky; Benjamin J. Bythell; 
Oregon State University, Corvallis, OR 
MP 079 Applications of High resolution TOF MS in Low Mass 
Region. Use of Mass Defect; Boris Kozlov; Vasiliy 
Makarov; Yurii Hasin; Ekaterina Podolskaya; Yaroslav 
Lutvinskii; Maria Apatskaya; Nikolay Krasnov; Sergey 
Kirillov; Anatolii Verentchikov; Institute for Analytical 
Instrumentation, RAS, St. Petersburg, Russia 
MP 080 The Analysis of Biomacromolecules using a MALDI TOF 
Mass Spectrometer Incorporating a Superconducting 
Tunnel Junction (STJ) Cryodetector; Mark E. Bier1; Abdil 
Ozdemir1; Alex A. Aksenov1; Roger W. Hendrix2; Brian 
Firek2; 1Carnegie Mellon University, Pittsburgh, PA; 
2University of Pittsburgh, Pittsburgh, PA 
MP 081 Evaluating the Influence of Fast Polarity Switching on 
Mass Accuracy with MSn Analysis; Satoshi Yamaki; 
Kiyomi Arakawa; Yusuke Inohana; Ichiro Hirano; Shinichi 
Yamaguchi; Junko Iida; Takashi Hine; Shimadzu 
Corporation, Kyoto, JAPAN 
MP 082 Quantitative Comparison of Sensitivity and Saturation 
for MALDI-TOF Detectors When Measuring Complex 
and High Mass Samples; Ryan J Wenzel1; Susanne Kern2; 
Alexis Nazabal1; Renato Zenobi2; 1CovalX AG, Zürich, 
Switzerland; 2ETHZ, Zürich, SWITZERLAND 
MP 083 Determination of Antipsychotic Drugs in Rat Plasma 
using Liquid Chromatography-Time-of-Flight Mass 
Spectrometry; Leah N. Williamson1; Guodong Zhang1; 
Alvin V. Terry, Jr. 2; Michael G. Bartlett1; 1The University of 
Georgia, Athens, GA; 2Medical College of Georgia, 
Augusta, GA 
MP 084 Extended Mass Range Ion Detector for Time-of-Flight 
Mass Analysis; Michael S. Westphall; Mark Scalf; Lloyd 
M. Smith; University of Wisconsin-Madison, Madison, WI 
MP 085 Mass Measurement Accuracy Comparison of Double 
Focusing Magnetic Sector and Time-of-Flight Mass 
Analyzers; Matthew M. Lyndon; Robert B. Dixon; Michael 
S. Bereman; David C. Muddiman; North Carolina State 
University, Raleigh , NC 
MP 086 Improving Resolution Homogeneity in TOF/TOF Mass 
Spectra by using a Pulsed Variable Voltage Single Stage 
Ion Mirror; Cristian Santacruz; Edy Ayala; Cesar Costa-
Vera; Escuela Politecnica Nacional, Quito, ECUADOR 
MP 087 Design of a High Performance Electrospray/Axial Time-
of-Flight (a-ToF) Mass Spectrometer; Brian G. Frederick1; 
Bronson H. Crothers1; Linda DeNoyer2; Robert H. Jackson1; 
Stephen A. Lammert1; L. Jay Legore1; Daniel P. Martin3; 
Zhongyu Yang1; 1Stillwater Scientific Instruments, Inc., 
Orono, ME; 2Spectrum Square Associates, Ithaca, NY; 
3Launch Momentum, Falmouth, ME 
MP 088 Adding Dimension To Nanomaterials Production 
Analysis: Examining Nanotubes and Fullerenes by Ion 
Mobility TOF MS; Michael Ugarov1; Thomas Egan1; 
Albert Schultz1; Ernest Lewis2; Robert Hauge2; 1Ionwerks, 
Houston, TX; 2Rice University, Smalley Institute, Houston, 
TX 
MP 089 Ultrafast Cryogenic Detectors for Mass Spectrometry; 
Masataka Ohkubo1; Kouji Suzuki1; Zhen Wang2; Shigehito 
Miki2; Yohei Kobayashi1; Shigetomo Shiki1; 1AIST, 
Tsukuba, Japan; 2NICT, Kobe, Japan 
ION ACTIVATION / DISSOCIATION 
MP 090 Comparison of activation energies for phosphopeptide-
phosphate dissociation in an FTICR Mass Spectrometer 
using IRMP with a tunable CO2 laser; Wright Pearson; 
University of Florida, Gainesville, FL 
MP 091 Investigations of the Effects of Different Collision-Energy 
Regimes on Derived Thermochemistry from the 
Extended Kinetic Method; Maria Happel1; Mary Disa 
Raulfs1; Paul G. Wenthold2; John C. Poutsma1; 1College of 
William & Mary, Williamsburg, VA; 2Purdue University, 
West Lafayette, IN 
MP 092 Calibration of Ion Effective Temperatures by CID in a 
Quadrupole Ion Trap Mass Spectrometer; Geng Li; T.J. 
Ye; Jenny Pui Shan Wang; Rebecca Jockusch; University of 
Toronto, Toronto, Canada 
MP 093 Characterization of Free Radical Spin Adducts of Cyclic 
Nitrones using Electrospray-Tandem Mass 
Spectrometry; Inas El Hassan; Beatrice Tuccio; Robert 
Lauricella; Laurence Charles; University Aix-Marseille I & 
III, Marseille Cedex 20, France 
MP 094 Novel MSn Methods for the Study of Gas Phase Ion/Ion 
Reactions with a Quadrupole Time-of-Flight Tandem 
Mass Spectrometer; Yu Xia; Scott A. McLuckey; Purdue 
University, West Lafayette, IN 
MP 095 Increasing Confidence for High Throughput Peptide 
Sequencing with a Position Sensitive Detection System in 
an MALDI-IM-SID-TOF MS Instrument; Wenjian Sun; 
Jody C. May; David H. Russell; Texas A&M University, 
College Station, TX 
MP 096 Collision-Induced Fragmentation of c and z• Ions 
Formed from Protonated Polypeptides via Gas-Phase 
Ion/Ion Electron Transfer; Hongling Han; Yu Xia; Scott 
A. McLuckey; Purdue University, West Lafayette, IN 
MP 097 A New Collision Cell for an Older Mass Spectrometer; 
Richard H. Scheel; Mich. Dept. of Commun Health, Lansing, 
MI 
MP 098 Internal Energy Relaxation of Different Mass Peptide 
Ions in Quadrupole Ion Trap Mass Spectrometry; Maria 
P Demireva; Philip M Remes; Gary L Glish; The University 
of North Carolina at Chapel Hill, Chapel Hill, NC 
MP 099 Increasing Fragment Mass Range by Infrared 
Multiphoton Dissociation in a Digital Ion Trap Mass 
Spectrometer; Kengo Takeshita; Osamu Furuhashi; 
Takahiro Harada; Kiyoshi Ogawa; Shinichi Iwamoto; 
Sadanori Sekiya; Yoshikazu Yoshida; Shimadzu 
Corporation, Kyoto , Japan 
MP 100 High speed “Cascade” Electron Capture Dissociation in 
RF Ion Trap; Takashi Baba; CRL, Hitachi, Kokubunji, 
Japan 
MP 101 On the Time Scale of Internal Energy Relaxation of 
MALDI and ESI ions in a Quadrupole Ion Trap; Philip 
M Remes; Maria P Demireva; Gary L Glish; Univeristy of 
North Carolina-Chapel Hill, Chapel Hill, NC 
ION STRUCTURES / ENERGETICS I 
MP 102 Entropic Effects of Substituted Phenols in the Gas-Phase 
Evidenced using the Kinetic Method; Sandrine Voillard1; 
Françoise Fournier1; Yves Jacquot1; Carlos Afonso1; Guy 
Leclercq2; Jean-Claude Tabet1; 1University P. and M. Curie, 
Paris Cedex O5 , France; 2Institute Jules Bordet, Brussels, 
Belgium 
MP 103 Nitronic Acid Radical-Cations in the Gas Phase; Miroslav 
Polasek; Jiri Kubista; J. Heyrovsky Inst of Physical 
Chemistry, Praha 8, Czech Republic 
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MP 104 Use of IRMPD/ECD to Probe Long-lived Radical 
Intermediates; Jason J Cournoyer; Cheng Lin; Peter B 
O'Connor; Boston University Medical School, Boston, MA 
MP 105 Investigation of the Mechanism of Elimination of Ketene 
from protonated 2-Methoxy- and 2-Hydroxy-
Benzalacetophenone: Experiment and Theory; George 
Mathai2; V. S. Sebastian2; R. Srinivas3; P. Nagi Reddy3; 
Daryl Giblin1; Michael L. Gross1; 1Washington University, 
St Louis, MO; 2Sacred Heart College, Thevara, Kochi, 
India; 3Indian Institute of Chemical Technology, Hyderabad, 
India 
MP 106 Gas Phase Synthesis and Characterization of Twisted 
Amides: Experimental Determination of the Proton 
Affinity of 2-Quinuclidone, Consequences for Peptide 
Fragmentation; Tony Ly; Ryan R. Julian; University of 
California at Riverside, Riverside, CA 
MP 107 Tandem MS and Wavelength-selective IRMP of Discrete 
Vanadyl-acetone Complexes; Zach Parsons1; Christopher 
Leavitt1; Winnie Chien1; Michael Kullman1; Gary Gresham2; 
Nick Polfer3; Jos Oomens3; Gary Groenewold2; Michael J. 
Van stipdonk1; 1Witchita State University, Wichita, KS; 
2Idaho National Laboratory, Idaho Falls, ID; 3FOM Institute 
for Plasma Physics, Nieuwegein, The Netherlands 
MP 108 Direct Comparison of the H/D Exchange Rates of Methyl 
Group Hydrogens on Macrocyclic Ligands of Ni 
Complexes by Mass Spectrometry; Chang-nan Chen1; 
Jianhua Ren2; O. David Sparkman2; Patrick R. Jones2; 
1Chaoyang University of Technology, Taichung, Taiwan; 
2University of the Pacific, Stockton, CA 
MP 109 Cyclization of 2-acyl- and 2-
thioacylaminobenzylcyclopropanes in the Gas Phase and 
Solution; Albert T. Lebedev1; Gianluca Giorgi2; Sergey 
Mochalov1; Alexandr Fedotov1; 1Moscow State University, 
Moscow, Russian Federation; 2Universita di Siena, Siena, 
Italy 
MP 110 Fragmentation of Adenine-Steroid Adducts: 
Experimental and Theoretical Studies; Daryl Giblin1; 
Qiang Zhang1; Harald Koefeler2; Zhi Yang1; Michael L. 
Gross1; 1Washington University, St. Louis, MO; 
2Medizinische Universität Graz, Graz, Austria 
MP 111 Electrospray Mass Spectrometry and ES-MS/MS of 
Hole-Transport Materials: Formation of Open-Shell 
Molecular Radical Cations and Remarkable MSn 
Fragmentation Behaviour; Mathias Schäfer 1; Andreas 
Springer2; Philipp Zacharias3; Klaus Meerholz3; 1Inst. 
Organic Chemistry University of Cologne, Cologne, 
Germany; 2Dep. Chemistry, Humboldt Universität zu Berlin, 
Berlin, Germany; 3Inst Phys. Chemistry, University of 
Cologne, Cologne, Germany 
MP 112 Noncovalent Interactions of Ni+ with N-Donor Ligands: 
(Pyridine, 4,4-Dipyridyl, 2,2-Dipyridyl and 1,10-
Phenanthroline) Collision-Induced Dissociation and 
Theoretical Studies; Nalaka Rannulu; Mary T. Rodgers; 
Wayne State University, Detroit, MI 
MP 113  
MP 114 ESI/MS Studies of the Fragmentation Patterns of 
Metallated Phthalocyanines; Sara Hashemi; Michael J. Y. 
Jarvis; Diethard K. Bohme; York University, Toronto, 
Canada 
MP 115 Thermal Dehydration of Gaseous Ions: Master Equation 
Dynamics and Electrodynamic Ion Trap Experiments; 
Jason R. Green; Miriam Fico; Igal Szleifer; R. Graham 
Cooks; Purdue University, West Lafayette, IN 
MP 116 Potassium Ion Affinities of Commonly Used MALDI 
Matrices: Determined by Guided ion Beam Tandem 
Mass Spectrometry; Manoj Chinthaka Sinhapura-Dewage; 
Mary T. Rodgers; Wayne State university, Detroit, MI 
MP 117 Examination of Gas-Phase Ion Structures of Cationized 
Guanidiniocarbonyl pyrroles by Infrared Multi Photon 
Dissociation (IRMPD) Spectroscopy and Computational 
Modeling; Miriam Drayss1; Mathias Schäfer1; Carsten 
Schmuck2; Dirk Blunk1; Nick C. Polfer3; Jos Oomens3; 
Sebastian Schlund2; Bernd Engels2; 1University of Cologne, 
Cologne, GERMANY; 2University of Wuerzburg, Wuerzburg, 
Germany; 3Fom Institute for Plasmaphysics Rijnhiuzen, 
Nieuwegein, the Netherlands 
MP 118 Determination of Relative Activation Energies for Metal-
Ligand Bond Breaking by IR Multiphoton Dissociation 
FT-ICR Mass Spectrometry; Gregory A. Khitrov1; Norris 
W. Hoffman2; Alan G. Marshall1; 1Florida State University, 
Tallahassee, FL; 2University of South Alabama, Mobile, AL 
MP 119 Functional Group “Tagging” for Vibrational 
Spectroscopy of Peptides using IRMPD; Michael Van 
Stipdonk1; Chawalee Chueachavalit1; Kara Griffith1; Varoon 
Bashyakarla4; Michael Kullman1; Gary Groenewold2; Gary 
Gresham2; Nick Polfer3; Jos Oomens3; 1Wichita State 
University, Wichita, KS; 2Idaho National Laboratory, Idaho 
Falls, ID; 3FOM Institute for Plasma Physics, Nieuwegein, 
The Netherlands; 4Wichita Collegiate School, Wichita, KS 
PEPTIDES:  FRAGMENTTION & SEQUENCING I 
MP 120 Electron Capture Dissociation: Effects of Charge State 
and Sequence on the Hydrogen Transfer; Takashi 
Nishikaze; Mitsuo Takayama; Yokohama City University, 
Yokohama, JAPAN 
MP 121 Inconvenient Reality: Is the "Hydrogen-shift" in 
Electron Capture Dissociation of Peptide Backbone 
Predictable? Takemichi Nakamura1; Yayoi Hongo1; 
Akihiro Sato2; 1RIKEN Discovery Research Institute, Wako, 
Japan; 2Jasco International Co., Ltd., Hachioji, Japan 
MP 122 ECD of Doubly- and Triply-Protonated Peptides from 
Trypsin and Glu-C Digestion Reveals Similarities and 
Differences Compared to ETD; Anastasia Kalli; Kristina 
Håkansson; University of Michigan, Ann Arbor, MI 
MP 123 Exploration of the Gas-Phase Radical Ion Chemistry of 
Metal-Adducted Peptides by use of Chemical Tags; Jason 
W Kieltyka; Haichuan Liu; Kristina Håkansson; University 
of Michigan, Ann Arbor, MI 
MP 124 Iterative Database Searching Allows for Multiple Peptide 
Sequence Identifications from a Single ETD Tandem 
Mass Spectrum; Matthew Wirtala1; Rich D. LeDuc2; Doug 
Phanstiel1; Neil L. Kelleher2; Joshua J. Coon1; 1University of 
Wisconsin - Madison, Madison, WI; 2University of Illinois at 
Urbana-Champaign, Urbana-Champaign, IL 
MP 125 Comparing Collision Induced Dissociation (CID) with 
Trypsin and Electron Transfer Dissociation (ETD) with 
Lys-C for Identification of Human Plasma Proteins; 
Shanhua Lin; Thomas Shaler; Christopher Becker; PPD, 
Menlo Park, CA 
MP 126 Enhancement of ETD fragmentation efficiency by a 
fixed-charge modification strategy; April L. Jue; Casey J. 
Krusemark; Peter J. Belshaw; Joshua J. Coon; University of 
Wisconsin at Madison, Madison, WI 
MP 127 The effect of Fixed Charge Modifications on Electron 
Capture Dissociation; Xiaojuan Li; Jason J. Cournoyer; 
Cheng Lin; Peter B. O'Connor; Boston University School of 
Medicine, Boston, MA 
MP 128 Comparison of Parameters for Activation and Detection 
of ECD Fragment Ions for ECD on LC-timescale; 
Bernard Delanghe1; Martin Zeller1; Eugen Damoc1; Kerstin 
Strupat1; Robert Malek1; Michaela Scigelova2; 1Thermo 
Fisher Scientific, Bremen, Germany; 2.Thermo Fisher 
Scientific, Hemel Hempstead, UK 
MP 129 Sequencing a Phosphohistidine Peptide using MS/MS 
and Ion-Electron Reactions; Anne J. Kleinnijenhuis; Frank 
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Kjeldsen; Kim F. Haselmann; Morten Kirkegaard; Ole N. 
Jensen; University of Southern Denmark, Odense SV, 
Denmark 
MP 130 Charge State Dependence of Proton Transfer versus 
Electron Transfer in a Gas-Phase Ion/Ion Electron 
Transfer Dissociation Process; Jian Liu; Yu Xia; Xiaorong 
Liang; Scott A. McLuckey; Purdue University, West 
Lafayette, IN 
MP 131 Characterization of Intact Proteins by Electron Transfer 
Dissociation on a Linear Ion-Trap Mass Spectrometer; 
Jason L. Richardson; Zhongqi Zhang; Amgen, Thousand 
Oaks, CA 
MP 132 Systematic Investigation of Electron Transfer 
Dissociation Anion Efficiency; Jason Keith; Graeme C. 
McAlister; Joshua J. Coon; University of Wisconsin-
Madison, Madison, WI 
MP 133 ECD/ETD-type Fragmentation Induced at (or near) 
Atmospheric Pressure; Andrey N. Vilkov; Victor V. Laiko; 
Alexander S. Misharin; Vladimir M. Doroshenko; MassTech 
Inc., Columbia, MD 
HYDROCARBON & PETROCHEMICAL 
MP 134 IR Spectroscopy of Higher Diamondoids and 
Astrophysical Implications; Jos Oomens1; Olivier Pirali1; 
Nick C. Polfer1; Jeremy E Dahl2; Robert M.K. Carlson2; 
Yuko Ueno3; Alexander G.G.M. Tielens4; 1FOM Rijnhuizen, 
Nieuwegein, NETHERLANDS; 2MolecularDiamond 
Technologies, Richmond, CA; 3University of California, 
Berkeley, CA; 4NASA Ames Research Center, Moffett Field, 
CA 
MP 135 Asphaltene Inhibitor Performance in Relation to 
Detailed Polar Chemical Composition Derived from FT-
ICR Mass Spectrometry; Donald F. Smith1; Geoffrey C. 
Klein2; Andrew T. Yen3; Michael P. Squicciarini3; Ryan P. 
Rodgers4; Alan G. Marshall4; 1Florida State University, 
Tallahassee, FL; 2Christopher Newport University, Newport 
News, VA; 3Baker Petrolite, Sugar Land, TX; 4Ion Cyclotron 
Resonance Program, NHMFL, Tallahassee, FL 
MP 136 Automated Electrospray Ionization FT-ICR Mass 
Spectrometry for Petroleum Analysis; Ryan P. Rodgers1; 
Sunghwan Kim3; Christopher L. Hendrickson1; Greg T. 
Blakney1; Alan G. Marshall2; 1Nat'l High Magnetic Field 
Lab, Tallahassee, FL; 2Department of Chemistry and 
Biochemistry, FSU, Tallahassee, FL; 3Korea Basic Science 
Institute, 52 Yeoeun-Dong,, Daejeon, South Korea 
MP 137 Biomass Combustion Aerosols Studied With Single-
Particle Mass Spectrometry; Deborah Gross1; Dabrina D. 
Dutcher2; H. Joakim Pagels2; Mark R. Stolzenburg2; Anil 
Bika2; Marcus K. Drayton2; Luke Franklin2; David B. 
Kittelson2; Peter H. McMurry2; 1Carleton College, 
Northfield, MN; 2University of Minnesota, Minneapolis, MN 
MP 138 Biodiesel analysis by LC/MS; Jennifer Huang; Ray Chen; 
Edward Long; Thermo Fisher Scientific, San Jose, CA 
MP 139 Characterization of Individual Diesel Exhaust Particles 
by a Laser-Ionization Single-Particle Aerosol Mass 
Spectrometer; Akihiro Yabushita1; Masahiro Narukawa2; 
Kenshi Takahashi2; Yutaka Matsumi2; 1Kyoto University, 
Kyoto, JAPAN; 2STE Laboratory, Nagoya University, 
Toyokawa, Japan 
MP 140 Low Resolution Mass Analysis of Asphaltene Structures-
-Archipelago vs. Island Models; Brandie M. Ehrmann; 
Ryan P. Rodgers; Alan G. Marshall; National High 
Magnetic Field Lab, Tallahassee, Florida 
MP 141 Complex Mixtures Analyses by FTICR-MS using 
Statistics of Mass Differences; Erast V. Kunenkov1; Alexey 
S. Kononikhin3; Irina V. Perminova1; Andrey V. Garmash1; 
Igor A. Popov3; Eugene Nikolaev2; 1Moscow State 
University, Moscow, Russia; 2The Institute for Energy 
Problems of Chemical Phys, Moscow, Russian Federation; 
3The Institute for Biochem. Phys. Rus. Ac. Sc., Moscow, 
Russia 
MP 142 Hydrocarbon Type Analysis Of Lubricating Oil and 
Vacuum Distillate Hydrocarbon by Field Ionization Mass 
Spectromery; Myoung-han No; SK Institute of Technology, 
Daejon, South Korea 
MP 143 Study of Type Analysis for Petroleum Products by using 
Direct Inlet / Field Ionization and Field Desorption; 
Masaaki Ubukata1; Akihiko Kusai1; Junichi Osuga1; Kazuo 
Tanaka1; Doug Meinhart2; 1JEOL Ltd., Akishima, Japan; 
2JEOL USA, Inc., Peabody, MA 
MP 144 Aggregation of Naphthenic Acids Studied by Fourier 
Transform Ion Cyclotron Resonance Mass Spectrometry; 
Raffaello Da Campo1; Mark P. Barrow1; Malcolm 
Salisbury2; Andrew Shepherd3; Peter J. Derrick1; 1University 
of Warwick, Coventry, United Kingdom; 2Shell Global 
Solutions (UK), Chester, United Kingdom; 3Shell Global 
Solutions International B.V., Amsterdam, The Netherlands 
MP 145 Crude Oil Analysis by Fourier Transform Ion Cyclotron 
Resonance Mass Spectrometry using Different 
Ionizationtechniques; Matthias Witt; Bruker Daltonik 
GmbH, Bremen, Germany 
MP 146 Compositional Analysis of Fossil Fuels by Liquid 
Chromatography and FT-ICR Mass Spectrometry; Saroj 
K. Panda1; Jan T. Andersson2; Wolfgang Schrader1; 1Max-
Planck-Institut für Kohlenforschung, Mülheim / Ruhr, 
Germany; 2Westfälische Wilhelms-Universität Münster, 
Münster, Germany 
MP 147 Electrospray Ionization FT-ICR Mass Spectrometry of 
Naphthenic Acids in Sodium and Calcium Naphthenate 
Deposits Extracted by Modified Purification Methods; 
Mmilili M. Mapolelo1; Lateefah A. Stanford2; Andrew Yen3; 
Justin Debord3; Sam Asomaning3; Ryan P. Rodgers2; Alan 
G. Marshall2; 1Florida State University, Tallahassee, FL; 
2ICR-NHMFL, Florida State University, Tallahassee, FL; 
3Baker Petrolite, 12645 W. Airport Blvd, Sugar Land, TX 
MP 148 Development of an algorithm for computer-assisted 
interpretation of electron ionization mass spectra of 
hydrocarbons; Josef Cvacka; Robert Hanus; Miloslav 
Šanda; Jan Šobotník; Vladimír Vrkoslav; Institute of 
Organic Chemistry and Biochemistry, Praha, CZECH 
REPUBLIC 
MP 149 FT-ICR Mass Spectrometric Analysis of Chemically 
Derivatized Heavy Ends for Sulfur Speciation: 
Comparison between Atmospheric Pressure 
PhotoIonization and Electrospray Ionization; Priyanka 
Juyal; Jeremiah M. Purcell; Do-Gyun Kim; Ryan P. 
Rodgers; Christopher L. Hendrickson; Alan G. Marshall; 
Alan G. Marshall; National High Magnetic Field 
Laboratory/ FSU, Tallahassee, FL 
MP 150 Large-Scale Field Study to Determine Compositional 
Changes of Acidic NSO-Compounds During the 
Bioremediation of Crude Oil-Contaminated Soil by ESI-
FT-ICR MS; Christine A. Hughey1; Samantha A. Galasso1; 
Carina S. Minardi1; Mmilili M. Mapolelo2; Ryan P. 
Rodgers2; Alan G. Marshall2; 1Chapman University, Orange, 
CA; 2Florida State University, Tallahassee, FL 
LC/MS 
MP 151 Hydrophilic Interaction Chromatography-Mass 
Spectrometry Technique for the Determination of 
Estrogens and Their Conjugates in Urine; Feng Qin; 
Yuanyuan Zhao; Michael Sawyer; Xing-fang Li; University 
of Alberta, Edmonton, AB, Canada 
MP 152 ChromEval: Rapid evaluation of LC-MS 
Chromatographic Performance; James Eddes1; Daniel B. 
Martin2; Laura Hohmann1; Ashley Eastham1; Ruedi 
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Aebersold3; 1Institute for Systems Biology, Seattle, WA; 2The 
Fred Hutchinson Cancer Reasearch Center, Seattle, WA; 
3Institute for Molecular and Systems Biology ETH, Zurich, 
Switzerland 
MP 153 APPI and APCI-LC/MS - Normal Phase Chiral Analysis 
of Pharmaceuticals; Sheng-Suan Cai; Karl A. Hanold; Jack 
A. Syage; Syagen Technology, Inc., Tustin, CA 
MP 154 Application of LC-MALDI for the Analysis of Low 
Molecular Weigh Compounds on Triple Quadrupole 
Linear Ion Trap; Gerard Hopfgartner; Lekha Sleno; 
Emmanuel Varesio; University of Geneva, Geneva, 
Switzerland 
MP 155 Fast LC/MS/MS for Biomarker Assay Development 
using 2.5 Micron Particle LC Columns and Elevated 
Temperatures; Hideji Fujiwara; Gary W. Lange; Lucy V. 
Hetsco; Olga V. Nemirovskiy; Pfizer Global R&D, 
Chesterfield, MO 
MP 156 In situ and Multi-Substrate Detection of in vitro Elastase 
Enzymatic Activity with Microdialysis Sampling and 
Mass Spectrometry; Ying Wang; Dmitri V Zagorevski; 
Julie A Stenken; Rensselaer Polytechnic Institute, Troy, NY 
MP 157 Analysis of Gutathione 13C Abundance from Human 
Tissues using Liquid Chromatography/Isotope Ratio 
Mass Spectrometry. A novel and robust method; Henk 
Schierbeek1; Frans Te Braake1; Jean Philippe Godin2; 
Laurent Bernard Fay2; Johannes B Van Goudoever1; 
1Erasmus University, Rotterdam, Netherlands; 2Nestec Ltd, 
Nestlé Research Center, Lausanne, Switzerland 
MP 158 Quantitation of Citrulline, a Highly Polar Amino Acid 
and Potential Biomarker, using Mixed-Mode Ion 
Exchange Chromatography with MS/MS Detection; 
Kathleen L Cicero; Maria E Vargek; Richard M LeLacheur; 
Taylor Technology, Princeton, NJ 
MP 159 The Separation of Small Polar Compounds with 
Electrocapture /MS; Peter Michelsen1; Gunnar Skarping1; 
Marianne Dahlene1; Thomas White2; 1Analytical Chemistry, 
Stockholm University, Hässleholm,, Sweden; 2Analytica of 
Branford, Branford; 3BioMotif, Stockholm, Sweden 
MP 160 Overcoming Endogenous Matrix and Analyte-related 
Interference Effects in the Bioanalysis of Polar Analytes 
using HILIC-MS/MS; Michael Waldron; Marlking Peay; 
Tianyi Zhang; Bruce Hidy; Rand Jenkins; PPD, Richmond, 
VA 
MP 161 Conversion of Fatty Acids to Amides for 
Characterization by ESI-MS; Justin Lygrisse; Michael 
Van Stipdonk; Wichita State University, Wichtia, KS 
MP 162 Solution Parameters Effecting Electrospray Signal 
Response and Quantitation in Gradient Reverse Phase 
Liquid Chromatography Electrospray Mass 
Spectrometry; David Welkie; Thomas P. White; Craig M. 
Whitehouse; Analytica of Branford, Inc., Branford, CT 
MP 163 Evaluation of High Temperature Liquid 
Chromatography- Isotope Ratio Mass Spectrometry 
(HTLC-IRMS); Jean-philippe Godin1; Laurent-Bernard  
Fay1; Gérard Hopfgartner2; 1Nestlé Research Center, 
Lausanne, Switzerland; 2Life Sciences Mass 
Spectrometry,School of Pharmacy, Geneva , Switzerland 
MP 164 LC/MS Characterizing Library Products Synthesized 
through DNA Programmed Chemistry; Guodong Li; Ed 
Driggers; Jeff Banas; Ensemble Discovery, Cambridge, MA 
MP 165 Examination and Comparison of Solvent Quality and 
HPLC Stationary Phase Influence on Unspecific Peaks in 
Mass Spectra; Alexander Kraus1; Gisela Jung1; Alla 
Zilberman2; Debbie Stern3; Sven Andrecht1; 1Merck KGaA, 
Darmstadt, Germany; 2EMD Biosciences, Inc., Madison, 
WI; 3EMD Chemicals, Gibbstown, NJ 
MP 166 Method Development for the Quantitative Analysis of 
Pyridine Nucleotides using Novel Capillary Monolithic 
HILIC Column Coupled to Linear Ion Trap-MS; Nabil 
Saad1; Eric Kofoid1; Kanta Horie2; Tohru Ikegami2; John 
Roth1; Nobuo Tanaka2; Oliver Fiehn1; 1UC Davis, Davis, 
CA; 2Kyoto Institute of Technology, Kyoto, Japan 
MP 167 Increased Ruggedness of LC-MS/MS Methods by 
Monitoring Ion Suppression from Phospholipids; 
Theodore S. Brus; Covance Bioanalytical Services, LLC, 
Indianapolis, IN 
MP 168 Analysis by On-Line Capillary Column Immobilized 
Metal Affinity Chromatography / Electrospray 
Ionization Mass Spectrometry of Histidine-Containing 
Peptides; Gushinder Kaur-Atwal1; Daniel J Weston1; Philip 
S Green2; Susan Crosland2; Philip L.R Bonner1; Colin S 
Creaser1; 1Nottingham Trent University, Nottingham, United 
Kingdom; 2Syngenta, Bracknell, United Kingdom 
MP 169 Guidelines for Method Development of HILIC-LC-
MS/MS: Choice of Columns and Chromatographic 
Conditions to Handle Matrix Effect due to 
Phospholipids; Jean-Nicholas Mess; Cynthia S. Côté; Troy 
Bradley; Fabio Garofolo; Algorithme Pharma Inc., Laval 
(Montreal), QC, Canada 
BIOINFORMATICS:  SEARCH ENGINES & ALGORITHMS 
MP 170 A Comparison of SEQUEST, Mascot and X!Tandem 
Search Algorithms and the MALDI-TOF/TOF and LTQ-
Orbi Trap Mass Spectrometers; Maureen T. Kachman; 
Anastasia K. Yocum; Donna Veine; Angela K. Walker; John 
R. Strahler; Philip C. Andrews; University of Michigan, Ann 
Arbor, MI 
MP 171 Automated Identification of Disulfide Bonded Dipeptides 
using PEAKS and Q-TOF Mass Spectrometry; Jiaxi 
Wang1; Weiwu Chen2; Kirk Green1; Bin Ma2; 1McMaster 
University, Hamilton, Canada; 2Bioinformatics Solutions 
Inc., Waterloo, CANADA 
MP 172 ASCQ_ME: a New Engine for Protein and Post-
Translational Modification Identification from MS and 
MS/MS Raw Spectrum Without Mass List Extraction; 
Jean-Charles Boisson; Olivia Guerre; Laetitia Vermeulen-
Jourdan; El-Ghazali Talbi; Christian Rolando; Univ. des 
Science/Tech de Lille, Villeneuve d'Ascq, FRANCE 
MP 173 Evaluation of Multiple Search Engines in the Analysis of 
Leptin-Induced Mitochondrial Protein Expression in 
Mouse Liver; John R. Strahler1; Angela K. Walker1; George 
Michailidis1; Amandeep Singh2; Jeffrey Friedman2; Philip C. 
Andrews1; 1University of Michigan, Ann Arbor, MI; 
2Rockefeller University, New York, NY 
MP 174 An Empirical Mascot Scoring Scheme for High Accuracy 
Mass Spectrometry that Enhances Peptide Identification; 
Markus Brosch; The Wellcome Trust Sanger Institute, 
Hinxton, Cambridge, United Kingdom 
MP 175 Improving de novo Sequencing Accuracy for Ion Trap 
Data in PEAKS Software; Denis Yuen1; Iain Rogers1; 
Weiwu Chen1; Gilles Lajoie2; Bin Ma2; 1Bioinformatics 
Solutions Inc., Waterloo, Canada; 2University of Western 
Ontario, London, Canada 
MP 176 Improving protein coverage by de novo sequence 
homology searching with SPIDER; Iain Rogers1; Michaela 
Scigelova2; Weijie Yang1; 1Bioinformatics Solutions Inc., 
Waterloo, CANADA; 2Thermo Fisher Scientific, Hemel 
Hempstead, United Kingdom 
MP 177 A Computer Program for Automated Analysis of C 
Terminus of a Protein by LCMS; Tatsuru Sasagawa1; 
Satoko Ohta1; Yasuko Mizuno1; Yumiko Matsuyama2; 
Toshiji Kudo2; Takashi Nirasawa2; 1Toray Research Center, 
111 Kamakura, Japan; 2Bruker Daltonics K.K., Yokohama, 
Japan 
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MP 178 SALAMI - Spectrum Alignments using Accurate Mass 
and hIgh-sensitivity data; Flavio Monigatti; Hanno Steen; 
Children's Hospital Boston/Harvard Medical School, 
Boston, MA 
MP 179 A Method for Uncovering Novel Peptide Sequences from 
Extinct Taxa to Mutations in Human Disease; John M 
Asara1; Matthew Phillips1; Shailender Nagpal5; Jeffrey A 
Engelman3; Mary H Schweitzer4; Lewis C Cantley1; 1Beth 
Israel Deaconess Medical Center, Boston, MA; 2Harvard 
Medical School, Boston, MA; 3Massachusetts General 
Hospital, Boston, MA; 4North Carolina State University, 
Raleigh, NC; 5Tanisha Systems, Braintree, MA 
MP 180 Probability-Based Protein Identification for Post-
Translation Modification and Variation using Peptide 
Mass Fingerprint Data; Weiwei Tong2; Mark E. 
McComb1; David Perlman1; Hua Huang1; Peter B. 
O'Conner1; Catherine E. Costello1; Zhiping Weng2; 
1Cardiovascular Proteomics Center, Boston Universit, 
Boston, MA; 2Department of Biomedical Engineering, 
Boston Unive, Boston,, MA 
MP 181 New Protein Level Quantitation Features in Protein 
Prospector; Peter R Baker; Robert J Chalkley; Jonathan C 
Trinidad; Alma L Burlingame; UCSF, San Francisco, CA 
MP 182 Confidence Score for de novo Solutions in Tandem Mass 
Spectrometry; Andrey A. Gorin; Nikita D. Arnold; Robert 
M. Day; Tema Fridman; Oak Ridge National Laboratory, 
Oak Ridge, TN 
MP 183 A Bayesian Classifier Used to Determine Disease Groups 
and Biomarkers in Blood Protein Samples; Karl W. 
Kuschner1; D. I. Malyarenko1; William E. Cooke1; M. 
Sasinowski2; L. H. Cazares3; O. J. Semmes3; Eugene R. 
Tracy1; 1College of William and Mary, Williamsburg, VA; 
2INCOGEN, Williamsburg, VA; 3Eastern Virginia Medical 
School, Norfolk, VA 
MP 184 Evaluation of a New MS/MS Search Algorithm for 
Peptide Identification with ETD Spectra; Zhiqi Hao; 
Rovshan Sadygov; Andreas FR Hühmer; Thermo Fisher 
Scientific, San Jose, CA 
MP 185 RAId_DbS: Robust Accurate Identification of Peptides 
in database searches with realistic statistics; Gelio Alves; 
Aleksey Ogurtsov; YI-KUO YU; Computational Biology 
Branch, NCBI, NLM, NIH, Bethesda, MD 
MP 186 Bonanza: Spectral Searching to Find Both Known 
Peptides and Peptides with Unknown Modifications; 
Jayson A. Falkner; Anastasia Yocum; Jarret W. Falkner; 
Philip C. Andrews; University of Michigan, Ann Arbor, MI 
MP 187 MonsterMod: Software to Identify Mutated and 
Modified Peptide Tandem MS Spectra using Protein 
Databases; Gregory R. Wernke; David L. Tabb; Matthew 
Chambers; Daniel C. Liebler; Amy-Joan L. Ham; Vanderbilt 
University School of Medicine, Nashville, TN 
MP 188 An Automated Approach for Assigning Monosaccharide 
Composition to High-Resolution Mass Spectra of 
Carbohydrates using a Combination of Orthogonal 
Computational Algorithms; Scott R. Kronewitter; Brian H. 
Clowers; Carlito B. Lebrilla; UC Davis, Davis, CA 
MP 189 Discovery of Unanticipated Modifications using Protein 
Prospector; Robert J. Chalkley; Peter R. Baker; Katalin F. 
Medzihradszky; A. L. Burlingame; UCSF, San Francisco, 
CA 
MP 190 Identification of Proteins with Point Mutations using 
BIG MASCOT: A New Database Search Engine for Top-
Down Proteomics; Murat N. Karabacak1; Ashutosh Tiwari2; 
Lawrence J. Hayward2; Michael L. Easterling3; Jeffrey N. 
Agar1; 1Brandeis University, Waltham, MA; 2University of 
Massachusetts Medical School, Worcester, MA; 3Bruker 
Daltonics Inc., Billerica, MA 
MP 191 Use of the Dot Product to Assess Mass Spectral 
Reproducibility; Alfred L. Yergey; Matthew T. Olson; Paul 
S. Blank; NICHD, NIH, Bethesda, MD 
MP 192 Hydrogen/Deuterium Exchange of N-
acetylphenylalanine: A Computational and Experimental 
Study; Cesar Contreras1; Nick Polfer2; John R. Eyler1; 
1University of Florida, Gainesville, FL; 2FOM Institute for 
Plasma Physics, Nieuwegein, The Netherlands 
MP 193 Simple Programs for iTRAQ Bioinformatics; John S 
Crabb; Xiaorong Gu; Xianglin Yuan; John W Crabb; Cole 
Eye Institute, Cleveland Clinic, Cleveland, OH 
MP 194 Data Processing and Database Search Models for 
Tandem Mass Spectra Obtained via Electron Transfer 
Dissociation; Rovshan Sadygov; Zhiqi Hao; Andreas 
Huhmer; Thermo Fisher Scientific, San Jose, CA 
MP 195 Automated Direct Identification of Disulfide Bonds by 
use of MassMatrix’s Probabilistic Scoring of Tandem 
Mass Spectra; Hua Xu; Liwen Zhang; Michael Freitas; the 
Ohio State University, Columbus, OH 
MP 196 Prediction of QconCAT Peptides using Machine 
Learning Approaches for Absolute Quantitative 
Proteomics; King Wai Lau; Jennifer A Siepen; David 
Wedge; Claire Eyers; Simon J Gaskell; Simon J Hubbard; 
The University of Manchester, Manchester, United Kingdom 
MP 197 De novo Sequencing of Posttranslationally Modified 
Peptides; Matthew T. Olson1; Jonathan A. Epstein1; Alfred 
L. Yergey1; 1NIH/NICHD, Bethesda, MD; 2The George 
Washington University Medical Center, Washington, DC 
MP 198 Sliding-Fit Isotope Dilution Quantification Software for 
Rapid MALDI-TOF MS Analysis of Anthrax Lethal 
Factor and Botulinum Neurotoxins; Adrian R Woolfitt1; 
Sara C McGrath1; Anne E Boyer1; Hercules Moura1; 
Suzanne R Kalb1; Maria I Solano1; Lisa G McWilliams2; 
James L Pirkle1; John R Barr1; 1Centers for Disease Control 
and Prevention, Atlanta, GA; 2Battelle Memorial Institute, 
Atlanta, GA 
MP 199 MassMatrix: A Database Search Algorithm for High 
Mass Accuracy Tandem Mass Spectrometry Data 
Analysis; Michael A. Freitas; Hua Xu; Ohio State 
University, Columbus, OH 
CARBOHYDRATES & OLIGOSACCHARIDES 1 
MP 200 Investigation by Mass Spectrometry of Glycosylation 
Sites and Glycan Structures in Klotho; Vivekananda 
Shetty; Regina Goetz; Moosa Mohammadi; Thomas A. 
Neubert; New York Univ. Sch. of Medicine, New York, NY 
MP 201 N-linked Gycosylation Profiling of Pancreatic Cancer 
Serum using Capillary LC-MS (MS) and MALDI QIT 
TOF MS; Jia Zhao1; Fan Xiang3; Diane M. Simeone2; David 
M. Lubman2; 1University of Michigan Chemistry, Ann 
Arbor, MI; 2University of Michigan, Surgery, Ann Arbor, 
Michigan; 3Shimadzu Biotech, Pleasanton, CA 
MP 202 MALDI On-Target Method for the Investigation of 
Oligosaccharides and Glycosylation Sites in 
Glycopeptides and Glycoproteins; Erika Lattova; Chen 
Vincent; Helene Perreault; University of Manitoba, 
Winnipeg, Canada 
MP 203 A Refined Paradigm for the Site-Specific Assignment of 
Protein Glycosylation: Integration of Preparative, 
Analytical, and Bioinformatic Tools; Eric D. Dodds; 
Richard R. Seipert; Brian H. Clowers; Carlito B. Lebrilla; 
University of California Davis, Davis, CA 
MP 204 Direct Structural Assignment of Sialylated N-glycans of 
Glycopeptides using nanoHPLC/ESI-linear IT-TOF MS 
and MSn Spectral Matching; Hiroki Ito1; Kuriko Yamada1; 
Kisaburo Deguchi2; Shinji Yoshioka1; Shinji Nagai1; Hiroaki 
Nakagawa2; Shin-Ichiro Nishimura2; 1Hitachi High-
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Technologies Corp, Tokyo, JAPAN; 2Hokkaido University, 
Sapporo, JAPAN 
MP 205 Quantification by Isobaric Labeling: Applications to 
Comparative Glycomics; Ron Orlando; James A Atwood; 
Lei cheng; Gerardo Alvarez-Manilla; William S. York; 
University of Georgia, Athens, GA 
MP 206 High-throughput Glycan Analysis using Solid-phase 
Permethylation and MALDI/TOF-MS; Pilsoo Kang; 
Yehia Mechref; Milos V. Novotny; Indiana University, 
Bloomington, IN 
MP 207 Glycan Mass Mapping of Human Serum; Hyun Joo An; 
Scott Kronewitter; Caroline Chu; Crystal Kirmiz; Mariana 
Barboza; Carlito B Lebrilla; University of California, Davis, 
CA 
MP 208 A Glycomics Approach for Characterizing Mutations in 
N- and O-Glycosylation of the Nematode Caenorhabditis 
elegans; Elizabeth Palaima1; Maria Joao Gravato-Nobre2; 
Jonathan Hodgkin2; Catherine Costello1; John Cipollo1; 
1Boston University Medical Center, Boston, MA; 2University 
Of Oxford, Oxford, United Kingdom 
MP 209 A Comprehensive Strategy for Analysis of N- and O-
linked Glycans from Therapeutic Glycoproteins 
Combining Online Profiling with Detailed Structure 
Elucidation; Andrew J. S. Hanneman; Chee-Keng Ng; Jason 
C. Rouse; Wyeth BioTech, Andover , MA 
MP 210 Microwave-Assisted Nonreductive Release of O-linked 
Glycans: A Method with Numerous Analytical 
Advantages ; Hui Zhou; David J. Ashline; Vernon N. 
Reinhold; The Glycomics Center, University of New 
Hampshire, Durham, NH 
MP 211 Glycosylation Biomarkers of Malignancy; N-linked 
Profiles, Isomers, and Structural Details via MSn; Justin 
M Prien1; Leanne Huysentruyt2; Hailong Zhang1; Anthony 
Lapadula1; David Ashline1; Thomas Seyfried2; Vernon 
Reinhold1; 1University of New Hampshire, Durham, NH; 
2Boston College, Chestnut Hill, MA 
MP 212 Simultaneous Determination of N-linked 
Oligosaccharides and O-Glycosylation Sites in Human 
Serum; Nannan Tao; Hyun Joo An; Carlito B. Lebrilla; 
University of California, Davis, Davis, CA 
CLINICAL CHEMISTRY 
MP 213 An HPLC-MS Method for the Quantification of Urinary 
Albumin using In-Source Collision-Induced 
Fragmentation; Frank W. Crow; Paula M. Ladwig; David 
R. Barnidge; Ravinder J. Singh; Ward H. Lutz; John C. 
Lieske; Timothy S. Larson; Rajiv Kumar; Mayo Clinic, 
Rochester, MN 
MP 214 Evaluation of Some Experimental Parameters in the 
Determination the Ratios of Cortisol to Cortisone and 
their Tetrahydrometabolites in Urine; Andrea Raffaelli1; 
Alessandro Saba2; Piero Salvadori2; 1CNR ICCOM, Pisa, 
Italy; 2University of Pisa - Chemistry Department, Pisa, 
Italy 
MP 215 A Rapid and Sensitive Method for Determination of 25-
Hydroxyvitamin D in Serum Implementing High Speed 
Liquid Chromatography Mass Spectrometry; Marta 
Kozak; Jennifer Huang; Thermo Fischer Scientific, San Jose, 
CA 
MP 216 Preparation of Antibody Affinity Layer on Glyco-affinity 
MALDI plate; Mohammad Abul Farah2; Jeong Heon Lee2; 
Ha Young Choi2; Shambhunath Bose2; H. B. Lim3; Yangsun 
Kim1; 1Hudson surface Technology, Newark, NJ; 2ASTA, 
Suwon, Korea; 3Dankook University, Seoul, Korea 
MP 217 Rapid Screening Assay of Trimethylaminuria with 
Matrix-Assisted Laser Desorption/Ionization Time-of-
Flight Mass Spectrometry in Urine; Chien-chen Lai1; Wei-
Yi Hsu2; Fuu-Jen Tsai2; 1National Chung Hsing University, 
Taichung, Taiwan; 2China Medical University Hospital, 
Taichung, Taiwan 
MP 218 Direct Analysis of Ribavirin Triphosphate in Human 
Whole Blood using LC-MS/MS; Zhixia Yan; Wenkui Li; 
Harold T. Smith; Francis L.S. Tse; Novartis 
Pharmaceuticals Corporation, East Hanover, NJ 
MP 219 Characterization of the Bladder Cancer Urine Proteome 
Utilizing Large Dilution-Reconcentration Approach with 
Liquid Chromatography/Mass Spectrometry; Pao-chi 
Liao; Yu-Chang Tyan; How-Ran Guo; Lia-Beng Tan; 
National Cheng Kung University, Tainan, Taiwan 
MP 220 Congenital Adrenal Hyperplasia: On-line Cleanup in the 
Assessment of Involved Steroids out of Dried Blood 
Spots; Alessandro Saba1; Andrea Raffaelli2; Paolo Ghirri3; 
Piero Salvadori1; 1University of Pisa - Chemistry 
Department, Pisa, Italy; 2CNR - ICCOM, Sezione di Pisa, 
Pisa, Italy; 3Santa Chiara Hospital - Neonatology Unit, 
Pisa, Italy 
MP 221 Determination of Asymmetric Dimethylarginine 
(ADMA) in Myocardial Necrosis Patients using Gradient 
Chromatofocusing HPLC-ESI-MS/MS; Jianhua Tang1; 
Lian Shan2; Frederick Van Lente3; David J. Anderson1; 
1Chemistry department, Cleveland State University, 
Cleveland, OH; 2Frantz Biomarkers, Mentor, OH; 3Clinical 
pathology, Cleveland Clinic Foundation, Cleveland, OH 
MP 222 Determination of Thiopurine Methyltransferase Activity 
in Red Blood Cells (RBC) by Tandem Mass 
Spectrometry; Coleman T. Turgeon; Jean M. Lacey; Mark 
J. Magera; Chuck A. Kroll; Dietrich Matern; Richard M. 
Weinshilboum; John F. O'Brien; Mayo Clinic College of 
Medicine, Rochester, MN 
MP 223 Mass Spectrometric Analysis of Hepcidin in Urine and 
Serum; John M. Halket; Anna M. Przyborowska; Sukhinder 
Bansal; King's College London, London, UK 
MP 224 A Validated Bloodspot Assay for Screening of Barth 
Syndrome using HPLC-Tandem Mass Spectrometry; 
Willem Kulik; Henk van Lenthe; Femke Stet; Riekelt 
Houtkooper; Frédéric Vaz; Acedemic Medical Center, 
University of Amsterdam, Amsterdam, Netherlands 
MP 225 An Expert-Based System Approach for the Identification 
of Single Point Human Hemoglobin Variants from Mass 
Spectrometric Data; Charlotte Scarff1; Konstantinos 
Thalassinos1; Georgios Efstathiou1; Jonathan P. Williams1; 
Brian N. Green2; James H. Scrivens1; 1University of 
Warwick, Coventry, United Kingdom; 2Waters MS 
Technologies Centre, Micromass UK Ltd, Manchester, UK 
MP 226 ESI-MS/MS Library of 1250 Drugs: Database for Drug 
Identification with Triple-Quadrupole-MS and QTrap 
Instruments; Sebastian Dresen1; André Schreiber2; Juergen 
Kempf1; Wolfgang Weinmann1; 1Institute of Forensic 
Medicine, Freiburg, GERMANY; 2Applied Biosystems, 
Concord, Canada 
MP 227 Investigation of 3A4 CYP Inhibition Under Various 
Assay Conditions: Different Methods, Different Results, 
Different Conclusions? Kheng B. Lim; Joshua Pengson; 
Marianne T. Quintos; Rongda Xu; Mark S. Hixon; Daniel B. 
Kassel; Takeda San Diego, Inc., San Diego, CA 
MP 228 New Strategy for Insulin and Insulin Analogs 
Quantification - MRM Detection for Insulin B Chain; 
Karin E. Pickl1; Christoph Magnes1; Thomas R. Pieber2; 
Frank M. Sinner1; 1Joanneum Research, Inst.of 
Med.Technologies & HM, Graz, Austria; 2Dep. of Int. Med., 
Medical University Graz, Graz, Austria 
MP 229 Quantification of Creatinine in a Human Serum 
Standard Reference Material (SRM 967) by GC/MS and 
LC/MS; Nathan G. Dodder; Susan Tai; Lorna T. Sniegoski; 
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Michael J. Welch; National Institute of Standards and 
Technology, Gaithersburg, MD 
MP 230 From Blood to Breath: the Detection of THC in Exhaled 
Breath by Adsorbent Tube LC-MS/MS; Frank A. Kero; 
Timothy E. Morey; W. Brit Smith; Matthew M. Booth; 
Bruce A. Goldberger; Richard J. Melker; Richard A. Yost; 
Donn M. Dennis; University of Florida, Gainesville, FL 
MP 231 A General Unknown Screening Method for Drugs and 
Toxic Compounds in Urine using Liquid 
Chromatography – Mass Spectrometry; Taha Rezai; Kate 
Torchilin; Marta Kozak; Thermo Fisher Scientific, San Jose, 
CA 
MP 232 Method for the Quantitation of Alloisoleucine by Liquid 
Chromatography-Tandem Mass Spectrometry; Karen 
Kramer1; Devin Olgesbee1; Jean Lacey1; Bruno Casetta2; 
Kevin Strauss3; Silvia Tortorelli1; Piero Rinaldo1; Dietrich 
Matern1; 1Mayo Clinic College of Medicine, Rochester, MN; 
2Applied Biosystems, Monza, Italy; 3Clinic for Special 
Children, Strasburg, PA 
DRUG METABOLISM:  PHARMACOKINETICS 
MP 233 Proteomics of Minute Amounts of Tissue Sample in 
Aquatic Species: Application to Development of Non-
mammalian Screening Assays for Endocrine Disrupters; 
Bruce Witthuhn1; LeeAnn  Higgins1; Lorraine B Anderson1; 
todd Markowski1; Kara R Thoemke2; Michael M Hornung2; 
Joseph E Tietge2; Sigmund J Degitz2; Joseph J  Korte2; Jose 
Serrano2; 1University of Minnesota, St Paul, MN; 22USEPA, 
ORD/NHEERL/MED, Duluth, MN 
MP 234 Large-Volume Injection GC-MS Support to Assess the 
Kinetics of Sub-Lethal Inhalation Exposures of Sarin in 
Guinea Pigs; Jeffrey M. McGuire1; Christopher E. 
Whalley1; Ronald A. Evans1; Julie A. Renner2; Allison L. 
Totura2; Edward M. Jakubowski1; Sandra A. Thomson1; 1US 
Army ECBC, APG, MD; 2SAIC, APG, MD 
MP 235 Interesting Selectivity-shifting for Chiral Metabolism of 
FK778 to M3 in Rats: in vivo and in vitro Experiments 
With LC-MS/MS Detection; Yu-Luan Chen1; Shahzad 
Akhtar1; Masakazu Kobayashi2; 1Astellas Pharma US, Inc., 
Evanston, IL; 2Astellas Research Institute of America, 
Evanston, IL 
MP 236 In-vitro Metabolism of Bioactive Compounds Isolated 
from Chinese Herbal Medicine; Leah Swanson1; Yan Ling 
Zhang1; Isaac Cohen1; Uwe Christians2; Rene Kupfer1; 
1Bionovo, Inc., Aurora, CO; 2UCHSC, Dept. of 
Anesthesiology, Denver, CO 
MP 237 Simultaneous estimation of Trandolapril, Trandolaprilat, 
Verapamil and Norverapamil in Human Plasma by ultra 
Performance Liquid Chromatography and Tandem Mass 
Spectrometry; Sandeep Sharma; Lambda Therapeutic 
Research Ltd., Ahmedabad, India 
MP 238 In Vitro Metabolism of L-768242, an Aminoalkylindole 
CB2 Receptor Agonist; Qiang Zhang; Peng Ma; Guangdi 
Wang; Xavier University of Louisiana, New Orleans, LA 
MP 239 Analysis of the Relationship between Gene Regulation 
and Gliotoxin Production in Aspergillus Fumigatus; 
Kwami Boateng1; Josee Chabot1; Leonid Kriazhev2; Marcos 
DiFalco2; Benoit Houle2; David Blank4; Don Sheppard1; 
Bernard F Gibbs3; 1Dept. of Microbiology and Immunology, 
McGill U, Montreal, Canada; 2Genome Quebec, McGill 
University, Montreal, Canada; 3Sheldon Biotechnology 
Center, McGill University, Montreal, Canada; 4Royal 
Victoria Hospital, MUHC, Montreal, Canada 
MP 240 Monitoring Gamma-Aminobutyric Acid (GABA) in Rat 
Brain Extracellular Fluid: Analysis of Nucleus 
Accumbens Microdialysates with LCMSMS; Yongxin 
Zhu; Candice B Kissinger; Candace Rohde; Simon D 
Katner; Robyn Guinn; BASi, West Lafayette, IN 
MP 241 Bioequivalence Study of two Formulations Containing 
Duloxetine in Human Plasma by Liquid 
Chromatography Coupled to Electrospray Tandem Mass 
Spectrometry; Veeran K Gowda; Senthamil P Selvan; Sam 
W D Solomon; Nita Mandal; Tapan Kumar Pal; 
Bioequivalence Study Centre, Jadavpur University, Kolkata , 
India 
MP 242  
MP 243 Microdosing Study in Rat Plasma using High Sensitive 
LC-ESI/MS/MS technique; Daniel T. Lebre1; Mauro 
Aiello1; Gary Impey1; Fabio Bonelli2; 1Applied 
Biosystems/MDS Sciex, Concord, Canada; 2Merck & Co., 
Rome, Italy 
DRUGS & THEIR METABOLITES:  PROFILING 
MP 244 Evaluation of the Use of U-HPLC and Accurate Mass 
LC-MSn for the Determination of Metabolites in Species 
Comparison Studies; Richard Clayton; Phillippa Curtis-
Jackson; David Wilkinson; Fiona Henderson; Covance 
Laboratories, Harrogate, United Kingdom 
MP 245 Rapid Detection and Characterization of Metabolites of 
Potential Histone Deacetylase Inhibitor MG89911 using a 
Multiple Information Dependent Acquisition Strategy; 
Jingzhong (Tim) Guo; James J. Wang; MethylGene Inc., 
Montreal, Canada 
MP 246 Re-interrogation of Verapamil Metabolites from Bile 
using Time-Based Data-Dependent Mass Lists and Mass 
Defect Filter with the LTQ Orbitrap; Laurance Lee1; 
Theresa McLaughlin1; Yan Chen1; Ji Ma2; Robert Cho2; Hoa 
Le2; Shichang Miao2; 1Thermo Fisher Scientific, Inc., San 
Jose, CA; 2Amgen, Inc., South San Francisco, CA 
MP 247 Novel Approach to Performing Metabolite Identification 
in Drug Metabolism using LC-ARC-MS; Ala F. Nassar1; 
Dian Lee 2; Daniel Stine2; Kevin Hsu2; 1Vion 
Pharmaceutical, Inc, Milford, CT; 2AIM Research Company, 
Newark, DE 
MP 248 High Throughput and Sensitivity in Metabolite Profiling 
of Clozapine using Predictive Multiple Reaction 
Monitoring and Intelligent Method Building Software; 
Hesham Ghobarah1; Sophie Pan2; Yingbo Yang2; Douglas J. 
Turk2; Elliott Jones1; 1Applied Biosystems / MDS SCIEX, 
Foster City, CA; 2NoAb BioDiscoveries, Inc., Mississauga, 
Ontario, Canada 
MP 249 New Bioanalytical Platform for the Assessment of 
ADME/PK Characterization in the Early Drug 
Development - Ultrasensitive Accelerator Mass 
Spectrometry (AMS); Qi Song; Ugo Zoppi; James Crye; 
Ali Arjomand; Accium BioSciences, Inc., Seattle, WA 
MP 250 Metabolite Identification by Data-Dependent High-
Resolution Accurate Mass Analysis using LC/Orbitrap 
with Sub-Ppm Mass Accuracy Under Internal Mass 
Calibration Mode; Heng-Keang Lim; DMPK, Johnson and 
Johnson PRD, Raritan, NJ 
MP 251 An Information Rich Approach for In Vitro Cross 
Species Metabolic Profiling Comparison with the use of 
QTof and MSE; Donald C Laudicina1; Jose M Castro-
Perez2; Liping Jin1; Kayvon Jalali1; 1Neurocrine Biosciences, 
San Diego, CA; 2Waters Corporation, Milford, MA 
MP 252 Higher Efficient Metabolite Identification by Retention 
Time Specific Mass Rejection of Matrix Ions; Shigeru 
Sakamoto; Makoto Takahata; Mihoko Yamaguchi; Thermo 
Fisher Scientific, Yokohama, Japan 
MP 253 An Interweaved Multi-Algorithm Approach for 
Computer-Assisted Identification of Drug Metabolites; 
Edgar Naegele; Agilent Technologies, Waldbronn, Germany 
MP 254 In Vitro Assessment of Phase I and II Butoconazole 
Metabolites from Multiple Species using a Novel 2D 
Image Comparison Method; Sheng Liu1; Howard C. 
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Haspel1; Sarah Mitchell1; Xin Zhang1; Hongjun Liu2; Ju 
Yang2; Adrian Sheldon1; 1Charles River Laboratories 
Preclinical Services, Worcester, MA; 2KV Pharmaceuticals, 
St. Louis, MO 
DRUGS:  QUANTITATION 
MP 255 Single Analysis of Gestodene and Ethinyl Estradiol in 
Human Serum using LLE extraction and LC/MS/MS 
Detection; Jean Couture; Rejean Dumas; Brigitte Pellerin; 
François Vallée; Anapharm Inc., Québec, CANADA 
MP 256 Challenges of Modifying an Existing Quantitative Assay: 
Adding a new metabolite; Patrick Bennett1; Min Meng1; 
Heather Gross1; Ryan Adler1; Haihong Shi2; Barbara 
Duncan2; Frederick McCush2; 1Tandem Labs, Salt Lake City, 
UT; 2Pfizer Inc, PGRD Groton Laboratories, Groton, CT 
MP 257 Quantitation of Small Molecules in Human Plasma using 
MALDI-SRM: Determination of Saquinavir; Michel 
Wagner; Emmanuel Varesio; Gérard Hopfgartner; LSMS, 
School of Pharmacy, Geneva, Switzerland 
MP 258 Developing a Method to Protect the Integrity of Racing 
using Targeted SRM: Detection and Quantification of 
rhEPO/DPO in Horse Plasma; Scott Peterman1; Cornelius 
Uboh2; Fuyu Guan2; Lawrence Soma3; 1Thermo Fisher 
Scientific, Somerset, NJ; 2Pennsylvania Equine Toxicology 
and Research Center, West Chester , PA; 3University of 
Pennsylvania, Kennett Square, PA 
MP 259 A High Throughput LC-MS/MS Method for 
Quantitation of a Novel Small Molecule NGF Modulator 
in Multiple Matricies; Miles Webb; Garnet McRae; Xi-Lin 
Cui; Rahul Vohra; PainCeptor Pharma Corp, Ottawa, 
Canada 
MP 260 Increasing the Selectivity of Clenbuterol Detection in 
Urine Samples by using MS3 on a Hybrid Quadrupole-
Linear Ion Trap; Tanya Gamble; J.C. YVES Le Blanc; 
MDS Sciex, Concord, Canada 
MP 261 Experiences with Ultra Performance Liquid 
Chromatography in Quantitative Mass Spectrometry; 
Mike Larson; Jacob Maguigad; Xiangyu Jiang; Eric Oliver; 
Weston Brown; Austin Li; Covance, Madison, WI 
MP 262 Challenges and Solutions in Bioanalytical Method 
Development for Quantitation of Released Vinorelbine 
from Liposomal Encapsulated Vinorelbine in Human 
Plasma K3EDTA; Hassan Rashidzadeh1; John Bailey1; 
John Mc Farlane1; Socheata Tauch1; Greg Berk2; 
Christopher Salentine2; 1Charles River Laboratories, 
Worcester, MA; 2Hana Biosciences, South San Francisco, 
CA 
MP 263 “On Column” Derivatization for the Quantification of 
Ibandronate and Other Bisphosphonates in Human 
Serum by LC-MS/MS; Yousef Basir; Veni Lapko; Alan 
Dzerk; Lee Zhu; Kirk Newland; MDS Pharma Services, 
Lincoln, NE 
MP 264 Improving Efficiencies in ADME Screening Utilising 
UPLC and Tandem Mass Spectrometry: Implications for 
MDR1-MDCK Permeability Screening; David Turner2; 
Boris Pufong2; Helen Gill2; Sally Lee2; Clive Dilworth2; 
Edward Sprake1; 1Waters Corporation, Manchester, United 
Kingdom; 2Cyprotex, Macclesfield, UK 
MP 265 Quantitative Determination of Nestorone and Ethinyl 
Estradiol in Human Serum using GC/NCI/MS/MS; 
Agnita Rajasekaran1; Clark V. Williard1; Narender Kumar2; 
Regine Sitruk-Ware2; Paul Taylor1; 1Taylor Technology, 
Princeton, NJ; 2Population Council, New York, NY 
MP 266 An Inter-Laboratory Comparison of Three LC/MS 
Bioanalytical Methods for the Quantitation of ARQ-501 
in Human Plasma; Karen R Bresciano; Terence Hall; 
Ronald Savage, PhD; ArQule, Inc, Woburn, MA 
MP 267 Correlating Extended Dynamic Range with Nanospray 
Flow Rate Measurement for Optimal ESI-MS 
Performance; Carla J. Marshall-Waggett; Adam W. Perala; 
Gary A. Valaskovic; New Objective, Woburn, MA 
METABOLITES (ENDOGENOUS):  QUANTITATIVE 
MP 268 Simultaneous and Direct Analysis of Prostaglandins and 
Leukotrienes in Serum Samples using High Sensitivity 
Nanoflow LC/MS/MS; Yunan Miao1; Junji Watanabe2; 
Ajay Narasimha2; James Lin2; Srinivasa Reddy2; Terry Lee1; 
1Beckman Research Institute of the City of Hope, Duarte, 
CA; 2Geffen School of Medicine, UCLA, Los Angeles, CA 
MP 269 Quantification of Lipid Fatty Acids in Human Blood 
Samples by Gas Chromatography; Rui Tan; Chris Connor; 
Czarina Cortez; Yali Su; Chris Heward; Kronos Science 
Laboratory, Phoenix, AZ 
MP 270 Quantitative Profiling of the Endocannabinoid 
Metabolome by LC-APCI-MS; John Williams1; JodiAnne 
Wood1; Lakshmipathi Pandarinathan1; David Karanian2; 
Benjamin Bahr2; Paul Vouros1; Alexandros Makriyannis1; 
1Northeastern University, Boston, MA; 2University of 
Connecticut, Storrs, CT 
MP 271 Quantitative Analysis using LC-MS-MS of Psychosine in 
Mouse Brain Tissue; HONGMEI CAO1; Francesca 
Galbiati2; Maria Givogri2; Richard B. van Breemen*1; 
Ernesto R. Bongarzone2*2; 1Univ. of Illinois at Chicago 
College of Pharmarcy, Chicago, IL; 2Univ. of Illinois at 
Chicago College of Medicine, Chicago, IL 
MP 272 Electrode Extraction Combined with Liquid 
Chromatography-Mass Spectrometry for Creatinine and 
Parathion Analysis; Tzung-Jie Yang; Maw-rong Lee; 
National Chung-Hsing University, Taichung, TAIWAN 
MP 273 Quantitative Analysis of Testosterone in Human Serum 
using Liquid Chromatography-Tandem Mass 
Spectrometry; Ang Liu; Jian Guo; Yan Luo; Richard B. van 
Breemen; University of Illinois College of Pharmacy, 
Chicago, IL 
MP 274 Detection and Quantitation of Norepinephrine in Mouse 
Plasma by SPE-LC/MS/MS; Junling Gao; Li-kang Zhang; 
Larry Heimark; Birendra Pramanik; Schering-Plough 
Research Institute, Kenilworth, NJ 
MP 275 Highly Selective LC-MS/MS Analysis of Eicosanoid 
Biomarkers; Veniamin Lapko; Yousef Basir; Kirk 
Newland; Rick Olsen; Toby Julian; Ginny James; Chad 
Briscoe; MDS Pharma Services, Lincoln, NE 
MP 276 Quanitation of a Dervivatized Synthetic Estrogen 
Extracted From Rat Serum using Gas Chromatography 
Elctron Capture Negative Ionization Tandem Mass 
Spectrometry(GC/ECNI/MS/MS); Robert J. White; Susan 
K. Ohorodnik Ph.D; Nayan Patel; Paul A. Taylor Ph.D; 
Taylor Technology, Inc, Princeton, NJ 
MP 277 The Development, Validation and Application of 
Multiplexed LC-MS/MS Based Biomarker and PK/PD 
assays: Potential Efficiency Gains; Erick Kindt; Nalini 
Sadagopan; Wenlin Li; Jenny Zhang; Gabriella Szekely-
Klepser; Pfizer Global Research and Development, Ann 
Arbor, MI 
MP 278 Development of a Fetal Alcohol Syndrome Biomarker by 
Mass Spectrometry; Nilufer Solak; Alyison M. Leigh; 
Chrys Wesdemiotis; University of Akron, Akron, OH 
MP 279 Determination of Cellular Glutathione/Glutathione 
Disulfide Ratios by Stable-Isotope-Dilution LC-
MRM/MS; Peijuan Zhu; Tomoyuki Oe; Ian A. Blair; Univ 
of Pennsylvania, Philadelphia, PA 
MP 280 A Comprehensive Investigation of LC/MS/MS Methods 
of Detection for GSH Conjugation of Small Molecules on 
a Hybrid Linear-Ion-Trap-Triple/Quadrupole Mass 
Spectrometer; Claire J. Bramwell-German1; Robert Cho2; Ji 
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Ma2; Shichang Miao2; Elliott Jones1; 1Applied Biosystems, 
Foster City, CA; 2Amgen, South San Francisco, CA 
METABOLOMICS:  APPLICATIONS 
MP 281 Integrated Metabolomic and Fluxomic Analysis of 
Cellular Response to Viral Infection; Joshua Rabinowitz; 
Joshua Munger; Bryson Bennett; Sunil Bajad; Hilary Coller; 
Thomas Shenk; Princeton University, Princeton, NJ 
MP 282 Lipidomics in Sinorhizobium meliloti as a tool in 
functional genomics; Libia Saborido Basconcillo; Brian E. 
McCarry; Department of Chemistry, McMaster University, 
Hamilton, CANADA 
MP 283 Microdialysis Study of Extracellular Levels of Dopamine 
and Salsolinol in the Brain of Alcohol-Preferring Rats; 
Jason A. Starkey1; Tatiana Rojkovicova1; Yehia Mechref2; 
Guangxiang Wu2; Eric A. Engleman3; William J. McBride3; 
Milos V. Novotny2; 1Indiana University, Bloomington, IN 
47405; 2METACyt Biochemical Analysis Center, 
Bloomington, IN; 3Indiana University School of Medicine, 
Indianapolis, IN 
MP 284 Screening Cytotoxicity of Potential Cancer Therapeutic 
Agents using Metabolite Profiling; Ruth N. Udey; 
Chrysoula Vassileiou; Babak Borhan; A. Daniel Jones; 
Michigan State University, East Lansing, MI 
MP 285 Metabolic Profiling and Fingerprinting of Beverages 
using LC-MS and NMR; Markus Godejohann1; Eberhard 
Humpfer1; Hartmut Schaefer1; Peter Rinke2; Gabriela 
Zurek3; Carsten Baessmann3; Manfred Spraul1; 1Bruker 
BioSpin GmbH, Rheinstetten, Germany; 2SGF International, 
Niederlom, Germany; 3Bruker Daltonik GmbH, Bremen, 
Germany 
MP 286 Analysis of Mevalonate Pathway Metabolites and an 
ATP Analogue ApppI in Cultured Cancer Cells using 
Liquid Chromatography-Electrospray Ionization Mass 
Spectrometry; Marjo Annika Jauhiainen1; Hannu 
Mönkkönen2; Johanna Kuokkanen1; Jukka Mönkkönen1; 
Seppo Auriola1; 1University of Kuopio, Kuopio, Finland; 
2University of Sheffield, Sheffield, United Kingdom 
MP 287 Applications of LC-MS and Metabolomics as a 
Diagnostic Tool for Hepatic Diseases; Stéphanie Richer1; 
Azucena Castro1; Maria Luz Martinez-Chantar2; Jose Maria 
Mato2; 1OWL Genomics, Derio, SPAIN; 2CIC BioGUNE, 
Derio, Spain 
MP 288 Metabolomic Analysis of Serum Samples from Chemical-
induced Hepatotoxicity in Rats using UPLC-TOF/MS; 
Toshihiro Oguma; Eri Watanabe; Osamu Okazaki; Kenichi 
Sudo; Daiichi Pharmaceutical Co. LTD., Tokyo, Japan 
MP 289 Metabolic Profiling of Serum from Patients Suffering 
from Schizophrenia and Affective Disorder; Emanuel 
Schwarz1; Sven Nahnsen1; F. Markus Leweke2; Dagmar 
Koethe2; Sonja Gross2; Hilary Major3; Sabine Bahn1; 
1University of Cambridge, Cambridge, United Kingdom; 
2university of Cologne, Cologne, Germany; 3Waters 
Corporation, Atlas Park, Manchester, United Kingdom 
MP 290  
MP 291 Metabolomics Analysis of a Population of Human Plasma 
to Determine Compounds Differentiated as a Result of 
Gender, Age and Race; Anne Evans; Eric Milgram; Don 
Harvan; Matt Mitchell; Metabolon, Inc., Durham, NC 
MP 292 A Fully Automated On-line Derivatization- Solid Phase 
Extraction-LC-MS/MS Method Determining Glutathione 
and Cysteine in Rat Brain Striatum in vivo; Ge Zu; Li 
Zhang; Monika Wrona; Glenn Dryhurst; University of 
Oklahoma, Norman, OK 
MP 293 Measurement of Endogenous Metabolites in Single Islet 
Extract by Capillary Liquid Chromatography – 
Nanoelectrospray Ionization Mass Spectrometry (cLC-
nESI-MS); Qihui Ni; Robert T Kennedy; University of 
Michigan, Ann Arbor, MI 
MP 294 Metabolomics at the Single Cell Level; Andrea 
Amantonico1; Joo Yeon Oh1; Jens Sobek2; Renato Zenobi1; 
1ETH Zurich, Zurich, Switzerland; 2Functional Genomics 
Center Zurich, Zurich, Switzerland 
MP 295 A Metabolomics Study of Intra-Erythrocytic Plasmodium 
falciparum Ring and Trophozoite Developmental Stages; 
Sunil Bajad1; Joel Shuman1; John M. Pisciotta2; Wei Sha1; 
Dominique Rasoloson2; Lirong Shi2; Oluwatosin Ginsanrin2; 
David Sullivan2; Vladimir Shulaev1; 1Virginia 
Bioinformatics Institute, Blacksburg, VA; 2John Hopkins 
Bloomberg School of Public Health, Baltimore, MD 
MP 296 Investigation of Uremic Biomarkers by Mass 
Spectrometry; Ruth Godfrey; Gareth Brenton; Russ 
Newton; Ed Dudley; Peter Willshaw; Swansea University, 
Swansea, United Kingdom 
MP 297 LCEC/LCMS Studies of Protein and Oxidized 
Neurotransmitter Interactions; Erika N. Ebbel1; Wayne R. 
Matson2; Mikhail B. Bogdanov2; Catherine E. Costello1; 
1Boston University School of Medicine, Boston, MA; 2Edith 
Nourse Memorial Veterans Hospital, Bedford, MA 
MP 298 Metabolomic Analysis of Bile Acids as Biomarkers of 
Hepatobiliary Toxicity; Yutai Li; Qiuwei Xu; William H 
Schaefer; Merck, West Point, PA 
MP 299 Combining GC/GC/MS and NMR Spectroscopy for the 
Detection of Colon Cancer; Zhengzheng Pan; Haiwei Gu; 
Xiaodong Huang; Gregory H.J. Park; Fred Regnier; Daniel 
Raftery; Purdue University, West Lafayette, IN 
MP 300 Metabolomics by Mass Spectrometry: from Samples to 
Biological Meaning; Richard Knochenmuss; Juan Zhang; 
Fabrice Houdiere; Alban Muller; Novartis, Basel, 
Switzerland 
SMALL MOLECULES IN BIOLOGICAL MATRIX 
MP 301 Development and Validation of a High-Performance 
Liquid Chromatography Tandem Mass Spectrometry 
Assay for Urea in Biological Fluids; Michael Xinzhong 
Zhang1; Allan Xu1; Daksha Desai-Krieger2; 1Keystone 
Analytical, Inc, North Wales, PA; 2Johnson & Johnson 
Pharmaceuticals, Spring House, PA 
MP 302 Identifying Lipid Changes in Nerve Tissue as a Result of 
Dichloroacteate Treatment using IP-MALDI Coupled to 
a Linear Ion Trap; Rachelle R. Landgraf; Timothy J. 
Garrett; Peter W. Stacpoole; Richard A. Yost; University of 
Florida, Gainesville, FL 
MP 303 Application of FAIMS to Discovery Bioanalysis of New 
Chemical Entities (NCEs); Sarah M Osgood; Lisa M 
Buchholz; Lucinda H Cohen; Pfizer Global Research and 
Development, Ann Arbor, MI 
MP 304 LC-MS/MS Determination of Darunavir in Human 
Plasma; Brian J. Engel; Gary W. Overdorf; Husantha G. 
Jayaratna; Mark Gehrke; BASi, West Lafayette, IN 
MP 305 Liquid Chromatography-Mass Spectrometry for 
Determination of F2-isoprostanes in Human Body Tissue 
and Fluid; Chung-Yu Chen1; Maw-rong Lee1; Nan-Shih 
Liao2; 1National Chung-Hsing University, Taichung, 
TAIWAN; 2Academai Sinica, Taipei, Taiwan 
MP 306 On Plate Analyte Extraction and Analysis of Small 
Molecules From Complex Biological Media using 
Matrix-free, Nanostructured Targets; Hugh Daniels1; 
Sergei Dikler2; Veeral Hardev1; Catherine Stacey2; 1Nanosys 
Inc, Palo Alto, CA; 2Bruker Daltonics Inc., Billerica, MA 
MP 307 A Novel LC/MS/MS Method for the Quantitation of 
Total Calicheamicin Derived from Monoclonal Antibody-
Calicheamicin Conjugates in Animal Serum; Richard 
Xue; Jennifer Davis; Zhiping Jiang; Peter Amorusi; Allena J. 
Ji; Wyeth, Pearl River, NY 
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MP 308 Systematic and Expanded Investigation of Low Internal 
Standard Response in Human Plasma Study Samples by 
LC-MS/MS; Alain Lemoyne; Virginie Leclaire; Troy 
Bradley; Fabio Garofolo; Algorithme Pharma Inc., Laval 
(Montreal), QC, Canada 
MP 309 Analysis of Volatile Compounds in Human Saliva by a 
Novel Sorptive Extraction Method and Gas 
Chromatography-Mass Spectrometry; Helena A. Soini1; 
Iveta Klouckova1; Kevin E. Bruce1; Donald Wiesler1; 
Elisabeth Oberzaucher2; Karl Grammer 2; Sarah J. Dixon3; 
Yun Xu3; Richard G. Brereton3; Dustin J. Penn4; Milos V. 
Novotny1; 1Indiana University, Bloomington, IN; 2Ludwig 
Boltzmann Institute for Urban Ethology, Vienna, Austria; 
3Centre for Chemometrics, University of Bristol, Bristol, 
UK; 4Konrad Lorenz Institute for Ethology, Vienna , Austria 
MP 310 Development and Validation of a LC/MS/MS Assay for 
the Intracellular Quantification of Tenofovir 
Diphosphate in Peripheral Blood Mononuclear Cells; 
Shawn Bartley; John A Begley; T. Nicole Clark; Gilead 
Sciences Inc., Durham, NC 
MP 311 Focus on Method Selectivity: a Means to Reduce Matrix 
Effects and Increase Throughput and Ruggedness in 
Bioanalytical LC/MS/MS Applications; Vladimir Capka; 
Spencer J. Carter; Stephen Viccarone; Nghia H. Nguyen; 
Scott S. Merkle; Tandem Labs, Salt Lake City, UT 
MP 312 Quantitation of Methylmalonic Acid in Plasma using 
Hydrophilic Interaction Liquid Chromatography on a 
Zwitterionic Stationary Phase and Negative Electrospray 
MS; Patrik Appelblad1; Jorn Schneede2; Hans-Ake Lakso2; 
1SeQuant AB, Umeå, Sweden; 2GKM/Laboratory medicine, 
University hospital, Umeå, Sweden 
MP 313 A Fast LC-MS Method for Quantification of Delta-9-
THC and 11-Hydroxy-Delta-9-THC in Human Plasma; 
Rachel Sun; Husantha Jayaratna; Michael Pugh; Gary 
Overdorf; Mark Gehrke; Bioanalytical Systems, Inc., West 
Lafayette, IN 
MP 314 Determination of Chemically Reduced 
Pyrrolobenzodiazepine SJG-136 in Human Plasma by 
HPLC-MS/MS: Application to an Anticancer Phase I 
Pharmacokinetics Study; M. Wade Calcutt1; Wooin Lee2; 
Igor Puzanov2; Mace L. Rothenberg2; David L. Hachey1; 
1Mass Spectrometry Res. Ctr, Vanderbilt Univ., Nashville, 
TN; 2Vanderbilt-Ingram Cancer Ctr., Vanderbilt Univ., 
Nashville, TN 
MICROBIAL ANALYSIS 1 
MP 315 LC/MS Profiling of Intact Proteins from Bacterial 
Extracts as a Strategy for Forensic Tracing; Rebecca L 
Bell; Denis Andrzejewski; Tracie L Williams; John H 
Callahan; Steven Musser; US FDA, College Park, MD 
MP 316 LC-MS Based Detection of Molecular Genetic 
Modifications in Bacteria; Patricia K. Lankford; Tse-Yuan 
S. Lu; Bruce A. Tomkins; W. Hayes McDonald; Oak Ridge 
National Laboratory, Oak Ridge, TN 
MP 317 Online Bacterial Identification using MALDI-TOF-MS 
Fingerprint Methodology; Leslie Harden; USDA/WRRC, 
Albany, CA 
MP 318 MALDI-TOF MS Based Intact Cells Microorganism 
Profiling in Tracking the Sources of Product 
Contamination at the Industrial Settings; Oksana 
Gvozdyak; Bruker Daltonics Inc., Billerica, MA 
MP 319 Developing a Method for Detecting and Differentiating 
Shiga Toxin Variants from Pathogenic E. coli using Mass 
Spectrometry Approach; Chenyi Liu; Garrett Westmacott; 
Joanne McCrea; Walter Demczuk; Jody Berry; Lai-King Ng; 
Gehua Wang; National Microbiology Laboratory, Winnipeg, 
MB, Canada 
MP 320 An Integrated Systems Biology Study of Factors 
Influencing Amorphadiene Production from 
Metabolically Engineered Escherichia coli; Christopher J. 
Petzold; Lance Kizer; Rob Dahl; Wenqing Shui; David 
Garcia; Jay D. Keasling; University of California, Berkeley, 
CA 
MP 321 Epitope Mapping of Botulinun Neurotoxin B by Mass 
Spectrometry and Proteomics; Hercules Moura; Suzanne 
R. Kalb; Adrian R. Woolfitt; Jim L. Pirkle; John R. Barr; 
Centers for Disease Control & Prevention, Atlanta, GA 
MP 322 Biomarkers for Bioweapons: An Automated LC/MS 
Approach; Robert A. Everley2; Shane A. Wyatt1; Tiffany 
M. Mott1; Peter Leopold3; Timothy R. Croley1; 
1Commonwealth of Virginia, Richmond, VA; 2Virginia 
Commonwealth University, Richmond, VA; 3BioAnalyte, 
Portland, ME 
MP 323 MALDI-TOF MS Fingerprinting of Fungal Isolates; 
Justin M. Hettick; Brett J. Green; Francoise M. Blachere; 
Detlef Schmechel; Erica Janotka; Paul D. Siegel; Donald 
Beezhold; National Inst. for Occupational Safety and 
Health, Morgantown, WV 
MP 324 MALDI-TOF MS Fingerprint Identification of 
Microorganisms on the Species and Subspecies Level 
using Different Bioinformatic Approaches; Thomas 
Maier1; Oksana Gvozdyak2; Vadim M Govorun 3; Vladimir 
A Vereshchagin 3; Elena Il'ina 3; Stefan Klepel1; Uwe 
Renner1; Markus Kostrzewa1; 1Bruker Daltonik GmbH, 
Leipzig, GERMANY; 2Bruker Daltonics Inc, Billerica, MA; 
3Institute of Physico-Chemical Medicine, Moscow, Russia 
MP 325 Rapid Identification of Candida Species and 
Characterization of C. albicans Strains by MALDI Mass 
Signatures; Jiang Qian1; Yang Cai1; Jim E. Cutler3; Richard 
B. Cole2; 1The Research Institute for Children, New Orleans, 
New Orleans, LA; 2University of New Orleans, New Orleans, 
LA; 3Louisiana State University Health Science Center, New 
Orleans, LA 
MP 326 MassTag PCR – A Multiplex System for Differential 
Pathogen Detection using Single Quadrupole MS; 
Thomas Briese1; Tony Brand2; Neil Renwick1; Vishal 
Kapoor1; Joseph Villari1; Junhui Zhai1; Gustavo Palacios1; 
Zhiqiang Liu1; Omar Jabado1; Doug Postl2; Steve Royce2; 
Immaculada Casas3; Brunhilde Schweiger4; W. Ian Lipkin1; 
1Mailman School of Public Health, Columbia U., New York, 
NY; 2Agilent Technologies, Raleigh, NC; 3Centro Nacional 
de Microbiologia, Madrid, Spain; 4Robert Koch-Institute, 
Berlin, Germany 
MP 327 Identification of Foodborne Bacteria by High Energy 
Collision-Induced Dissociation of Their Protein 
Biomarkers by MALDI Tandem-Time-of-Flight Mass 
Spectrometry; Clifton K. Fagerquist1; Katherine E. 
Williams2; Anna H. Bates1; 1USDA Agricultural Res. Svc., 
Albany, CA; 2Applied Biosystems, Foster City, California 
MP 328 Lactic Acid Bacterial Identification using MALDI-
TOFMS and a Standard Library Search Algorithm; 
David Evason1; H.A. Ghanbour2; Alexis Polley1; H.A. 
Foster2; 1Scientific Analysis Instruments, Manchester, United 
Kingdom; 2Salford University, Salford, UK 
MP 329 Taxonomic Classification of Bacteria using Mass 
Spectrometry-Based Proteomics; Jacek P. Dworzanski1; 
Danielle N. Dickinson2; Samir V. Deshpande3; Rabih E. 
Jabbour1; Brian A. Eckenrode4; Charles H. Wick5; Alan W. 
Zulich5; 1SAIC, Aberdeen Proving Ground, MD; 2Oak Ridge 
Institute for Science and Education, Oak Ridge, TN; 
3Science and Technology Corporation, Edgewood, MD; 
4FBI Counterterrorism and Forensic Research, Quantico, 
VA; 5U.S. Army Edgewood Chemical Biological Center, 
Aberdeen Proving Ground, MD 
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IMMUNOLOGY 
MP 330 CREDEX-MS: Mass Spectrometric Determination of 
Carbohydrate Recognition Structures in Proteins; 
Michael Przybylski1; Adrian Moise1; Hans-Christian 
Siebert2; Hans-Joachim Gabius2; 1University of Konstanz, 
Konstanz, GERMANY; 2Ludwig-Maximilians-University, 
Muenchen, Germany 
MP 331 Time-resolved Mass Spectrometry of Macrophage 
Phagosome Maturation via Isobaric Chemical Tagging; 
Wenqing Shui1; Christopher Petzold2; Leslie Sheu1; Jun 
Liu3; Jay Keasling2; Carolyn Bertozzi1; 1Department of 
Chemistry, UC Berkeley, Berkeley, CA; 2Department of 
Chemical Engineering, UC Berkeley, Berkeley, CA; 3Bayer 
HealthCare LLC, Berkeley, CA 
MP 332 The HLA-B27 Peptidome and Autoimmunity; Arie 
Admon1; Lilach Halevi1; Eilon Barnea1; Ilan Beer2; Matthias 
Mann3; 1Technion - Israel Institute of Tech, Haifa, ISRAEL; 
2IBM Research Laboratory, Haifa, Israel ; 3Max Planck 
Institute for Biochemistry, Martinsried, Germany 
MP 333 Immune Cell Potentiating Factor (ICPF) profiling via 
combined Mass Spectrometry; Charles Matyi; Bart H.J. 
van den Berg; Kenneth O. Willeford; Mississippi State 
University, Mississippi State, MS 
MP 334 Proteomic Profiling of Avian Innate Immune Cell 
Surface Proteins; Georgios S. Katselis1; Lei Zhang2; 
Ronald M. Goto2; Roger E. Moore1; Marcia M. Miller2; 
Terry D. Lee1; 1Immunology, Beckman Res. Inst., City of 
Hope, Duarte, CA; 2Molecular Biology, Beckman Res. Inst., 
COH, Duarte, CA 
MP 335 Mass Spectrometry and Autoimmune Disease: 
Identification and Analysis of Autoantibodies Reactive 
with Human Plasma Plasminogen; Viorel Mocanu; David 
Bautz; Sofia Lionaki; Jia Jin Yang; Susan Hogan; Julie 
Hamra; Carol E Parker; Charles J Jennette; Ronald J Falk; 
Gloria A Preston; Xian Chen; UNC at Chapel Hill, Chapel 
Hill, NC 
MP 336 Characterization of Electro-Chemiluminescent and 
Biotinylated Antibody Conjugate Reagents for 
Immunogenicity Assays by Mass Spectrometry; Ola M. 
Saad; Jakub Baudys; Keyang Xu; Lara Williams; An Song; 
Valerie E. Quarmby; Surinder Kaur; Genentech, Inc., South 
San Francisco, CA 
MP 337 Epitope Mapping on Bovine Prion Protein using 
Chemical Cross-Linking and Mass Spectrometry; Tatiana 
Pimenova1; Alexis Nazabal1; Bernd Roschitzki2; Jan 
Seebacher3; Oliver Rinner4; Renato Zenobi1; 1ETH Zurich, 
Zurich, Switzerland; 2Functional Genomics Center Zurich, 
Zurich, Switzerland; 3University of Washington, Seattle, WA; 
4Institute for Molecular Systems Biology, ETHZ, Zurich, 
Switzerland 
MP 338 MS Identification of Aspergillus fumigatus T cell 
Epitopes: A Novel Strategy to Discover Candidate 
Vaccines that Enhance Cell-mediated Immunity; Diana 
Diaz-Arevalo; Teresa Hong; Joseph  Lyons; James Ito; 
Markus Kalkum; City of Hope, Duarte, CA 
MP 339 “Top-down” and “Bottom-up” Epitope Mapping of 
Surface-bound Autoantigens: Development of an 
Epitope-Based Method for Diagnosis of Rare 
Autoimmune Diseases; Thomas Deierling1; Peter Lorenz2; 
Cornelia Koy1; Michael Kreutzer4; Mike Schutkowski3; 
Johannes Zerweck3; Hans-Juergen Thiesen2; Michael O. 
Glocker1; 1Proteome Center Rostock, Rostock, Germany; 
2University of Rostock, Rostock, Germany; 3JPT Peptide 
Technologies, Berlin, Germany; 4STZ "Proteome Analysis", 
Rostock, Germany 
MP 340 Class I and II MHC Restricted Phosphopeptides as 
Cancer Imunotherapeutics or Diagnostics; Jie Qian; Mark 
Cobbold; Angela Zarling; Valentina Robila; Dina Bai; 
Victor H. Engelhard; Jeffrey Shabanowitz; Donald F. Hunt; 
University of Virginia, Charlottesville, VA 
MP 341 Identification of Peptides Presented by Diabetes-Related 
Class II MHC Molecules; Henry W. Rohrs1; James J. 
Walters2; Anish Suri1; Emil R. Unanue1; Michael L. Gross1; 
1Washington University, St. Louis, MO; 2Sigma-Aldrich, St. 
Louis, MO 
TOXICOLOGY 
MP 342 Covalent Modification of Model Peptides: Peptide 
Reactivity Testing Strategies; Sandrine Jacquoilleot; Emma 
Thain; Raniero Zazzeroni; Maja Aleksic; Unilever Colworth, 
Bedford, United Kingdom 
MP 343 Examination of the Formation of Isocyanate Adducts at 
Specific Amino Acid Residues on Human Serum 
Albumin by Mass Spectrometry; Tasneem Muharib1; 
Duncan A. Rimmer2; John White2; Malcolm R. Clench1; 
1Sheffield Hallam University, Sheffield, United Kingdom; 
2Health and Safety Laboratory, Buxton, United Kingdom 
MP 344 Simultaneous Quantitation of Methylated Hemoglobin 
Adducts in Rat Blood with Signature Peptides by Liquid 
Chromatography-Negative Electrospray Tandem Mass 
Spectrometry; Fagen Zhang; Lynn H. Pottenger; B. Bhaskar 
Gollapudi; Melissa R. Schisler ; Michael J. Bartels; The Dow 
Chemical Company, Midland, MI 
MP 345 using LC/Triple Quadrupole Mass Spectrometry for a 
Fast Quantitation of Immunosuppressants in Blood; 
Michael Zumwalt1; Linda Cote1; Jeff Keever1; Uwe 
Christians2; Jamie Bendrick-Peart2; 1Agilent Technologies, 
Englewood, CO; 2Univ. Colorado Health Sciences Center, 
Denver, CO 
MP 346 Quantitation of DNA Adducts of Aristolochic Acid in 
Renal Tissue; Robert A. Rieger; Radha Bonala; Andrea 
Fernandes; Shinya Shibutani; Charles R. Iden; Stony Brook 
University, Stony Brook, NY 
MP 347 Isotope Labeling and Mass Spectrometry for Identifying 
Formaldehyde-induced Histone Modifications and DNA-
protein Crosslinks; Kun Lu; Gunnar Boysen; Lina Gao; 
Leonard B Collins; James A Swenberg; University of North 
Carolina at Chapel Hill, Chapel Hill, NC 
MP 348 Automated SPE/LC/MS Method for the Analysis of THC 
and its Metabolites in Urine; Martin Sibum1; Eshwar 
Jagerdeo2; John Crutchfield1; 1Spark Holland Inc., Emmen, 
Netherlands; 2FBI Laboratory, Quantico, VA 
MP 349 Detection and Identification of Common Drugs of Abuse 
in Various Biological Matrices; Richard H. Lauman1; 
Tania A. Sasaki2; Daniel Blake3; 1University of 
Massachusetts, Amherst, MA; 2Applied Biosystems, Foster 
City, CA; 3Applied Biosystems, Warrington, England, UK 
MP 350 A Proteomic Technique to Characterize in vitro Cellular 
Response using Nano-Flow Capillary LC Coupled to an 
LTQ-FTMS; Jason W. Flora; Jeffery S. Edmiston; Rebecca 
R. Secrist; Gaurav S. Rana; Willie J. McKinney; Philip 
Morris USA, Richmond, VA 
MP 351 GC-MS/MS Analysis of the Chemical Warfare Agent VX 
in Biological Matrices; Christopher Byers; Jeffrey 
McGuire; Stanley Hulet; Edward Jakubowski; Sandra 
Thomson; Edgewood Chemical Biological Center (ECBC), 
APG, MD, MD 
MP 352 Method Development for the Analysis of Algal Toxin, 
Microcystin and Nodularin by LC/MS/MS; Daljit 
Vudathala; Margie Cummings; Lester Khoo; Lisa Murphy; 
University of Pennsylvania, Kennett Square, PA 
MP 353 Determination of Cyclohexyl Methylphosphonic Acid 
(CMPA) Concentration in Minipig Plasma Following GF 
Vapor Exposure using LC/MSD TOF; Ronald Evans1; 
Allison Totura2; Julie Renner2; E. Michael Jakubowski1; 
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Stanley Hulet1; Sandra Thomson1; 1U.S. Army ECBC, 
Aberdeen Proving Grounds, MD; 2SAIC, Aberdeen Proving 
Grounds, MD 
MP 354 Identification and Quantitation of Biodrugs by LC/MS 
using a a Multimode Ion Source; Christian Vidal1; Stefan 
Czajkowski1; Korbinian Brand1; Sonja Oestreich2; Jürgen 
Wendt2; 1Institut für Klinische Chemie, MH Hannover, 
Hannover, Germany; 2Agilent Technologies Sales & 
Services GmbH & Co KG, Waldbronn, Germany 
MP 355 Analysis of Serum Samples for Cannabinoids and 
Amphetamines with RRLC/Triple Quadrupole Mass 
Spectrometry using a Multimode Ion Source; Juergen 
Wendt1; J. Röhrich2; S. Zörntlein2; J. Becker2; 1Agilent 
Technologies, Waldbronn, Germany; 2Institute of Legal 
Medicine, University Mainz, Mainz, Germany 
MP 356 Mass Spectrometric Analysis to Identify Metabolites 
Involved in Napthalene Covalent Binding; William T. 
Jewell; University of California, Davis, CA 
MP 357 Simultaneous Analysis of Three Forms of Glyoxal-
Induced DNA Crosslinks by nanoLC-Nanospray 
Ionization/Tandem Mass Spectrometry; Yu-Chin Chen; 
Hauh-Jyun Candy Chen; National Chung Cheng University, 
Ming-Hsiung, TAIWAN 
MP 358 Quantitative Analysis of Six Trace Elements in Human 
Blood by Dynamic Reaction Cell ICP-MS; Changming 
Yang; Sum Chan; Richard E. Reitz; Nichols Institute, Quest 
Diagnostics, San Juan Capistrano, CA 
MP 359 Effect of Arsenic on the Metabolism of 4-
(Methylnitrosamino)-1-(3-pyridly)-1- butanone (NNK) in 
Mice Analyzed by LC-MS/MS; Hui-Ling Lee; National 
Health Research Institutes, Miaoli, TAIWAN 
MP 360 LC-MS/MS Elucidation of Immortal DNA Strands in 
Mouse Cell Models for Adult Stem Cell Asymmetric Self-
Renewal; Dayana Argoti1; Chris Utzat2; Art Lafleur2; James 
Sherley2; Paul Vouros1; 1Northeastern University-Barnett 
Institute, Boston, MA; 2Massachusetts Institute of 
Technology, Cambridge, MA 
NEUROPEPTIDES 
MP 361 Investigation of the Mammalian Sensory-Motor Circuit 
using Direct MALDI-MS; Stanislav S. Rubakhin; Jonathan 
V. Sweedler; Department of Chemistry & Beckman Institute, 
UIUC, Urbana, IL 
MP 362 Towards Proteomic Driven Annotation of Neuropeptide 
Genes in the Sea Urchin Genome; Geert Baggerman1; 
Stanislav Rubakhin2; Eric Mornoe2; Andinet Amare2; Liliane 
Schoofs1; Jonathan Sweedler2; 1K.U.Leuven, Leuven, 
Belgium; 2University of Illinois, Urbana, Il 
MP 363 A Synthetic Aβ Internal Standard for APP Catabolite 
Quantitation in CSF; Ronald A. Miller; Merck, West Point, 
PA 
MP 364 Investigation of the Proteome of Cerebrospinal Fluid; 
Ashley Beasley; Avindra Nath; Robert J. Cotter; Johns 
Hopkins University School of Medicine, Baltimore, MD 
MP 365 Mass Spectrometric Profiling of Neuropeptide 
Expression and Secretion Changes in Decapod 
Crustaceans in Response to Environmental Stress; 
Ruibing Chen; Mingming Ma; Lingjun Li; UW, Madison, 
Madison, WI 
MP 366 Selective Sampling of Secreted Neuropeptides from the 
Brain; Nathan G. Hatcher; Norman Atkins, Jr; Timothy A. 
Richmond; Martha U-. Gillette; Jonathan V. Sweedler; 
University of Illinois at Urbana-Champaign, Urbana, IL 
MP 367 Structural Characterization of Cockroach Peptides from 
Single Organs and Single Neurons using MALDI MS and 
IM-MS; William K. Russell1; Reinhard Predel2; Susanne 
Neupert2; David H. Russell1; 1Texas A&M University, 
College Station, TX; 2Friedrich-Schiller-University, Jena, 
Germany 
MP 368 Discovery and De Novo Sequencing of Insect 
Neuropeptides using Hybrid Linear Ion Trap/Orbitrap 
Mass Spectrometry; Markus Kellmann1; Martijn Pinkse2; 
Thomas Moehring1; Peter Verhaert2; 1Thermo Fisher 
Scientific, Bremen, Germany; 2Delft University of 
Technology, Delft, The Netherlands 
MP 369 Mass Spectral Characterization of the CNS Peptidomes 
of the Lobster Homarus americanus and Crab Carcinus 
maenas; Mingming Ma1; Ruibing Chen1; Andrew E. 
Christie2; Lingjun Li1; 1School of Pharmacy & Department 
of Chemistry, University of Wisconsin-M, WI; 2Department 
of Biology, University of Washington, Seattle, WA; 3Mount 
Desert Island Biological Laboratory, Salisbury Cove, ME 
MP 370 Adaptations in Neuropeptide Levels in Response to 
Imipramine in Mouse Hypothalamus; Anna Nilsson1; 
Maria Fälth1; Karl Sköld1; Per Svenningsson2; Per Andrén1; 
1Uppsala University, Uppsala, SWEDEN; 2Karolinska 
Institute, Stockholm, Sweden 
MP 371 Novel Peptides Identified from Mouse Brain Tissue; 
Maria Fälth1; Marcus Svensson1; Karl Sköld1; Anna 
Nilsson1; David Fenyö2; Per E Andren1; 1Uppsala 
University, Uppsala, SWEDEN; 2The Rockefeller University, 
New York, NY 
MP 372 Mass Spectrometric Analysis of Peptides in Developing 
Optic Nerve; Elena V. Romanova; Julie A. Markham; 
William T. Greenough; Jonathan V. Sweedler; University of 
Illinois, Urbana, IL 
PEPTIDES:  GENERAL 
MP 373 A Rapid, Robust Technique for the High Resolution 
Discrimination, Analysis and, Quantitation of Human 
Milk Peptides; Kirsten J Grant1; Randolph L Rill2; 1Florida 
State University, Dept of Chem & Biochem, Tallahassee, 
Florida; 2Florida State University College of Medicine, 
Tallahassee, FL 
MP 374 Study of the Efficiency and Selectivity of Platinum-Based 
Drugs on Peptides and Proteins; Angela Paul; Institute Of 
Cancer Research, London, United Kingdom 
MP 375 MS Method to Report Disulfide Scrambling Due to 
Gamma Irradiation; Sheng-xue Xie1; Todd D. Williams1; 
Dru Willey2; Elizabeth M. Topp1; 1The University of Kansas, 
Lawrence, KS; 2Clearant, Inc, Los Angeles, CA 
MP 376 Mass Spectrometric Characterization of the Elastolytic 
Properties of Human Macrophage Elastase (MMP-12) on 
Human Skin Elastin; Samuel Taddese; Reinhard H. H. 
Neubert; Christian E. H. Schmelzer; Martin Luther 
University Halle Wittenberg, Halle (Saale), GERMANY 
MP 377 LC-MS Ion Profiling of Tetracosactide and Detection of 
Potential By-Products in Pharmaceuticals Finished 
Dosage Form; John McHugh1; Louis-Philippe Labranche1; 
Suzanne Dumont1; Louise Fortin1; Andrei Nicolau1; Eric 
Bonneil2; Pierre Thibault2; Alain Carrier1; 1Sandoz Canada, 
Boucherville, Canada; 2Institute for Research in 
Immunology and Cancer, Montréal, Canada 
MP 378 UV-induced Modification of Cysteine-containing 
Peptides in the Presence of DMSO; Eugene Moskovets1; 
Nikolai Zvonok2; 1SESI, Columbia, MD; 2CDD, 
Northeastern Unversity, Boston, MA 
MP 379 Examination of the Secreted Peptidome of Primary 
Explant Cultures from Colonic Crypts of Adult Mice by 
nano-LC-FT-IT MS; Nancy Andon; Svetlana Nikoulina; 
Mary Erickson; Carolyn Lowe; Richard Pittner; Soumitra 
Ghosh; Steven W Taylor; Amylin Pharmaceuticals, Inc, San 
Diego, CA 
MP 380 Screening of RGD-Binding Integrin Subunit Peptide 
Domains via Reversed Phase-HPLC-ESI-MS with Post-
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Column Addition; Abraham Lo1; Raji A. Misjudeen1; Jung-
Mo Ahn2; Kevin A. Schug1; Maria Beall2; 1UT-Arlington, 
Arlington, TX; 2Department of Chemistry UT-Dallas, Dallas, 
TX 
MP 381 Improved Detection of Proteolytic Peptides with and 
without Chemical Crosslinks by Quadrupole 
Fractionation Fourier Transform Ion Cyclotron 
Resonance Mass Spectrometry; Bo Wang; Kristina 
Håkansson; University of Michigan, Ann Arbor, MI 
MP 382 Using Mass Spectrometry to Elucidate the Structure of 
Dda Helicase; Lauren P. Blair; Christopher R. Warthen; 
Alan J. Tackett; Kevin D. Raney; University of Arkansas for 
Medical Sciences, Little Rock, AR 
MP 383 Incorporating Known Peptide Fragmentation Patterns 
into MASPIC Simplifies Manual Validations; Chandra 
Narasimhan1; Edward C. Uberbacher2; 1UT-ORNL Genome 
Science & Tech., Oak Ridge , TN; 2Life Science Division, 
Oak Rdge National Lab, Oak Ridge, TN 
MP 384 Neutralization-Reionization Mass Spectrometric and 
Computational Studies of Radical Hydrogen Atom 
Adducts to Urea and Guanidine; Changtong Hao; 
František Turecek; University of Washington, Seattle, WA 
MP 385 Using Dendrimers to Selective Extract and Concentrate 
Peptides for Analysis by Maldi-Tof Mass Spectrometry; 
Andrea Gomez; Naresh Theddu; Sankaran Thayumanavan; 
Richard W. Vachet; University of Massachusetts, Amherst, 
MA 
MP 386 Windows Into the Bird Brain: Seldi Kinetic Analysis of 
Peptide Sensitivity in Biofouled Microdialysis Probes; 
Fiona Plows1; Eva Ihle2; 1Bio-Rad Laboratories, Inc., 
Fremont, CA; 2UCSF, San Francisco, CA 
PEPTIDES:  POST TRANSLATIONAL MODIFICATIONS I 
MP 387 On the Co-Purification of Sulfonated Peptides from 
Phospho Peptide Enriched Samples; Bertran Gerrits1; 
Bernd Bodenmiller2; Christian Panse1; Simon Barkow1; 
Ruedi Aebersold2; Ralph Schlapbach1; 1Functional 
Genomics Center Zurich UZH|ETH Zurich, Zurich, 
Switzerland; 2Institute of Molecular Systems Biology ETH 
Zurich, Zurich, Switzerland 
MP 388 Development of a Novel Chemical Probe for the Selective 
Enrichment of Phosphorylated Peptides from Complex 
Mixtures; Pegah Jalili; Haydn L Ball; UT Southwestern 
Medical Center, Dallas, TX 
MP 389 Mapping O-GlcNAc and Phosphorylation Sites in C-
MYC and CTD Peptides by Electron Transfer 
Dissociation Mass Spectrometry; Terry Zhang1; Tonya 
Pekar1; Rosa Viner1; Ken Miller1; T Lakshmanan2; Gerald 
W. Hart2; 1ThermoFisher Scientific, San Jose, CA; 2Johns 
Hopkins University, School of Medicine,  Baltimore, MD 
MP 390 Top Down Differentiation of Sulfation and 
Phosphorylation Sites on an Intact 7 kDa Chromogranin 
B Peptide; Steven Taylor; Amy Hsieh; Nancy Andon; 
Soumitra Ghosh; Amylin Pharmaceuticals, San Diego, CA 
MP 391 Isolation of Phosphopeptides by a Novel, pI-Difference-
Based Electrophoresis Method; Yingda Xu; Robert 
Sprung; Sung Won Kwon; Sung Chan Kim; Yue Chen; 
Yingming Zhao; University of Texas Southwestern Medical 
Center, Dallas, TX 
MP 392 Data Dependent Analysis of Phosphopeptides upon 
Higher Energy C-Trap Dissociation (HCD) using a 
hybrid linear ion trap - orbitrap MS; Kerstin Strupat; 
Eugen N. Damoc; Oliver Lange; Eduard Denisov; Alexander 
Makarov; Thomas Moehring; ThermoFisherScientific, 
Bremen, Germany 
MP 393 Identification of Novel Acetylation Sites on Human 
Mitogen-Activated Protein Kinase Kinase using a Mass 
Spectrometry Based Approach; Yan Li; Haydn L. Ball; 
Sohini Mukherjee; Gladys Keitany; Yong Wang; Elizabeth 
J. Goldsmith; Kim Orth; University of Texas Southwestern 
Medical Center, Dallas, TX 
MP 394 Specific Detection of Sulfated Insect Neuropeptides on an 
Orbitrap using Neutral Loss Driven MS3; Martijn 
Pinkse1; Markus Kellmann2; Thomas Möhring2; Peter 
Verhaert1; 1Delft University of Technology, Delft, 
Netherlands; 2Thermo Fisher Scientific, Bremen, Germany 
MP 395 A Proteomic Screen to Decipher the Histone Code 
Interactome by SILAC-Based Quantitative Proteomics; 
Michiel Vermeulen; Matthias Mann; Max Planck Institute 
for Biochemistry, Martinsried near Munich, Germany 
MP 396 Phosphoproteome of Synaptoneurosomes from Cocaine 
Treated Rats; Christian Collin-Hansen1; Erol E. Gulcicek2; 
Kenneth R. Williams2; Christopher M. Colangelo2; Angus C. 
Nairn1; 1Psychiatry, Yale University, New Haven, CT; 2W.M. 
Keck Foundation Biotech. Resource Laboratory, New 
Haven, CT 
MP 397 Robust Enrichment of Phosphopeptides from Serum 
using-Titania Coated Magnetic Beads for Rapid Profiling 
of Biomarkers by Mass Spectrometry; Alvydas Mikulskis; 
Yang Wang; Alla Bogdanova; Eva Golenko; Wayne F. 
Patton; PerkinElmer, Waltham, MA 
MP 398 Kinetics of Tyrosylprotein Sulfotransferase using Mass 
Spectrometry; Lieza A. Danan; Julie A. Leary; University 
of California, Davis, CA 
MP 399 ß-Elimination/Michael Addition and Size-Label Tagging 
for Mass Spectrometric Analysis of Protein Post-
translational Modifications; Hua Yang; Yu Shi; Xudong 
Yao; Dept of Chemistry, University of Connecticut, Storrs, 
CT 
MP 400 Protein Kinase A Represses Skeletal Myogenesis by 
Targeting Myocyte Enhancer Factor 2 D: An 
Investigation by Mass Spectrometry; Min Du1; Robert L. 
S. Perry1; Xu Guo2; K. W. Michael Siu1; John C. 
McDermott1; 1York University, Toronto, CANADA; 2Applied 
Biosystem/MDS Sciex, Concord, Canada 
MP 401 Biochemical Investigation of Phosphorylation Sites of 
Heat Shock Protein gp96; Julie A. Corbo; Reema Harish; 
Brian E. Acheson; Michael P. Dabritz; Benjamin P. Roscoe; 
Joan C. Gorga; Roman M. Chicz; Andy J. Tomlinson; 
Antigenics, Inc., Lexington, MA 
MP 402 Enzyme-cleavable Tandem Peptides as Tools for 
Determination of Relative Ionization Efficiencies; Wolf 
D. Lehmann; Rüdiger Pipkorn; Chien-Wen Hung; German 
Cancer Research Center, Heidelberg, Germany 
MP 403  
MP 404 Assessing the Phosphorylation and Lysine-Acetylation 
Status of Estrogen Receptor Alpha Isolated from Human 
Breast Cancer Cells; David J Britton; Christian Atsriku; 
Birgit Schilling; Chrystal Berger; Gary K Scott; Michael M 
Baldwin; Michael P Cusack; Jason Held; Simon Allen; 
Christopher C Benz; Bradford W Gibson; Buck Institute For 
Age Research, Novato, CA 
PEPTIDES:  QUANTITATION 
MP 405 UniqueSRM MS: Assigning Unequivocal Mass Addresses 
for Each Protein in Entire Proteomes; Keith Ashman; 
Jamie Sherman; Matthew J. Mckay; Mark P. Molloy; APAF, 
Sydney, Australia 
MP 406 Software Tool for Correction of LC-MS Signal 
Intensities Following Multidimensional Peptide 
Separations; Dmitri Sitnikov; Paul Kerney; Joanna Hunter; 
Clive Hayward; Isabelle Migneault; Caprion 
Pharmaceuticals, Inc, St-Laurent, Canada 
MP 407 Nano-LC/MS/MS Quantification of Neuropeptides in 
CSF, Plasma and Brain Samples; David P. Budac1; Laurie 
Allan2; Mark J. Hayward1; 1Lundbeck Research US, 
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Paramus, NJ; 2Eksigent Technologies, Monmouth Junction, 
NJ 
MP 408 Simultaneous Quantification of Acylated and Des-
Acylated Ghrelin Peptides using Matrix Assisted Laser 
Desorption Ionization Time of Flight Mass Spectrometry; 
Jill A. Willency; Eli Lilly & Co., Greenfield, IN 
MP 409 Analysis of Hepcidin from Urine using Sample 
Purification On Chip (SPOC) - MALDI; Christopher M. 
Belisle1; Kenyon M. Evans-Nguyen2; Richard Semba2; Luigi 
Ferrucci3; Robert J. Cotter2; 1Qiagen Sciences Inc., Fremont, 
CA; 2Johns Hopkins University School of Medicine, 
Baltimore, MD ; 3National Institute on Aging, Clinical 
Research, Baltimore, MD 
MP 410 Reproducible and Rugged Absolute Peptide 
Quantification by LC-MS/MS: Importance of Peptide 
Hydrogen-Bonding to Silica Supports and Column Pore 
Size; Carmen L. Fernandez-metzler; Richard C. King; 
Elizabeth A. Mahan; Merck Research Labs, WP 75-200, 
West Point, PA 
MP 411 Relative Quantification of Oxylipid-Modified Peptides 
using a QTrap Instrument; Jianyong Wu; Juan Chavez; 
Claudia S. Maier; Oregon State University, Corvallis, OR 
MP 412 Evaluation of the Metabolism of Kappa Opioid Receptor 
Peptide Antagonists in Rat Brain and Blood; Kshitij A 
Patkar; Arvind Chappa; Susan Lunte; Jane V. Aldrich; 
University of Kansas, Lawrence, KS 
MP 413 Effects of Physico-Chemical Parameters on ESI-MS 
Response Factors of GXG Tripeptides; Misjudeen Raji; 
Kevin Schug; University of Texas At Arlington, Arlington, 
TX 
MP 414 Targeted Quantitative Analysis of Lysine Acetylation; 
Marc Gentzel; Matthias Wilm; EMBL Heidelberg, 
Heidelberg, Germany 
MP 415 Quantitation of Defensin and Cathelicidin Peptides in 
Human Saliva; Michael S. Gardner; Megan D. Rowland; 
James L. Stephenson, Jr; Research Triangle Institute, RTP, 
NC 
MP 416 Plasma Protein Binding of a Polar Peptide Drug 
Determined by Equilibrium Dialysis and HILIC UPLC-
MS/MS; Anders Sonesson; Birgitte Buur Rasmussen; 
Ferring Pharmaceuticals A/S, Copenhagen S, Denmark 
MP 417 Using LC-ESI-MS/MS with Stable Isotope Dilution to 
Track the Recovery of Amyloid-Beta Peptides During 
CSF Collection and Processing; Tomoyuki Oe1; Bradley L. 
Ackermann2; Michael J. Berna2; Carlos O. Garner2; Koichi 
Inoue1; Ian A. Blair1; 1University of Pennsylvania, 
Philadelphia, PA; 2Drug Disposition, Eli Lilly and 
Company, Greenfield, IN 
MP 418 Ultra Low Level Endogenous Peptide Quantitation using 
Two-Dimensional Reverse-Phase / Normal-Phase LC-
LC-MS/MS; Andrew D. Wagner; Esoterix / LabCorp, Inc, 
Calabasas Hills, CA 
MP 419 Quantization of Isomeric Forms of Aspartic Acid in 
“Alzheimer Peptide” by ECD, CID and IRMP Methods; 
Igor A. Popov1; Sergey A. Kozin3; Aleksey S. Kononikhin3; 
Ivan A. Boldin1; Oleg N. Kharybin3; Ekaterina F. 
Kolesanova3; Alexander I. Archakov3; Eugene Nikolaev1; 
1The Institute for Energy Problems of Chemical Phys, 
Moscow, Russian Federation; 2Institute for Biohemical 
Physics, Moscow, Russia; 3Institute for Biomedical 
Chemistry, Moscow, Russia 
MP 420 Development and Evaluation of QconCAT Polypeptide 
Constructs for Absolute Quantification of Human 
Plasma Glycoproteins; Hamid Mirzaei; Joshua McBee; 
Simon Letarte; Julian Watts; Rudi Aebersold; Institute for 
Systems Biology, Seattle, WA 
MP 421 Quantitative Analysis of Peptides by Mass Spectrometry 
– Applicability in the Discovery of New Drugs and 
validation of biomarkers; Constantin Tamvakopoulos; 
Zacharias D Sofianos; Theodora Katsila; Sofia Hatziieremia; 
Vagelis Balafas ; Nikolaos G Kostomitsopoulos; Foundation 
for Biomedical Research of the Academy, Athens, Greece 
MP 422 Peptide Ion Fragment Intensities as a Useful Parameter 
for Quantitation by MS; Susan E. Abbatiello; Thomas P. 
Conrads; University of Pittsburgh Cancer Institute, 
Pittsburgh, PA 
PROTEOMICS QUANTITATIVE: 
STABLE ISOTOPE LABELING 
MP 423 Evaluation of Periplasmic Proteome Enrichment by 
Differential Isotope Labeling and Mass Spectrometry; W. 
Judson Hervey, IV; Dale A. Pelletier; Gregory B. Hurst; Oak 
Ridge National Laboratory (ORNL), Oak Ridge, TN 
MP 424 Development of Tyrosinase-Immobilized Microreactor 
for Stable Isotopic Labeling of Tyrosine Residues; Yong 
Seok Choi1; Christopher L. Pennington2; Troy D. Wood1; 
1The State University of New York at Buffalo, Buffalo, NY; 
2University of Illinois at Chicago, Chicago, IL 
MP 425 Proteomic Analysis of Clostridium thermocellum Sub-
cellular Fractions using a Quantitative 15N-Metabolic 
Labeling Strategy; You-Jun Fu; Herbert Strobel; Bert C. 
Lynn; University of Kentucky, Lexington, KY 
MP 426 Differential Membrane Proteomics of the Bacterial 
Predator: Bdellovibrio bacteriovorus; Pratik D Jagtap; 
Angela K Walker; John R Strahler; Eric S Simon; Maureen 
T Kachman; Janine R Maddock; Philip C Andrews; 
University of Michigan, Ann Arbor, MI 
MP 427 Accurate Measurement of The Relative Ion Currents of 
16O/18O Labeled Peptides; Phillip A. Wilmarth; Lucinda J. 
G. Robertson; Leif D. Rustvold; Ashok P. Reddy; Srinivasa 
R. Nagalla; Larry L. David; OHSU, Portland, OR 
MP 428 Time Series Proteome Profiling to Elucidate ER Stress 
Response Pathway; Michelle Mintz1; Adeline Vanderver1; 
Kristy Brown1; Joseph Lin1; Christine Kaneski2; Raphael 
Schiffmann2; Eric P Hoffman1; Yetrib Hathout1; 1Children's 
Natl. Medical Center, Washington, DC; 2NINDS/NIH, 
Bethesda, MD 
MP 429 New Quantitative Method Based on Pseudo Internal 
Standards; Yoshiya Oda; Tsuyoshi Tabata; Tatsuji 
Nakamura; Toshitaka Sato; Junro Kuromitsu; Eisai, 
Tsukuba, JAPAN 
MP 430 A Comprehensive Strategy for Quantitative Membrane 
Proteomics; Chia-Li Han1; Chih-Wei Chien2; Yet-Ran 
Chen3; Yu-Ju Chen4; 1Department of Chemistry, NTNU, 
Taipei, Taiwan; 2Graduate Institute of Medical 
Biotechnology, CGU, Tao-Yuan, Taiwan; 3Institute of 
Bioscience and Biotechnology, NTOU, Keelung, Taiwan; 
4Institute of chemistry, Academia sinica, Taipei, Taiwan 
MP 431 Quantitative Community Proteomics using Metabolic 
Stable Isotope Labeling for Characterizing a Natural 
Microbial Community; Chongle Pan1; Chris Belnap2; 
Nathan Verberkmoes1; Vincent Denef2; Manesh Shah1; 
Nagiza Samatova1; Jillian Banfield2; Robert Hettich1; 1Oak 
Ridge National Lab, Oak Ridge, TN; 2University of 
California at Berkeley, Berkeley, CA 
PROTEOMICS:  PHOSPHORYLATION 
MP 432 Optimized LC-MS/MS for Analysis of Multiply 
Phosphorylated Peptides of IGFBP1 from Amniotic 
Fluid of IUGR Patient; Suya Liu1; Majida Abu Shehab 2; 
Madhulika B Gupta2; Victor K. M. Han2; Gilles Lajoie1; 
1University of Western Ontario, London, ON, Canada; 
2Children's Health Research Institute, London, ON, Canada 
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MP 433 Influence of Physico-Chemical Properties of Titania on 
Phosphopeptide Enrichment for Phosphoproteomics; 
Yasushi Ishihama1; Yutaka Kyono2; Naoyuki Sugiyama3; 
Sumiko Ohnuma1; Yasuyuki Igarashi1; Kazue Tani4; Masaru 
Tomita1; 1Keio University, Tsuruoka, JAPAN; 2GL Sciences, 
Iruma, Japan; 3Human Metabolome Technologies, 
Tsuruoka, Japan; 4Yamanashi University, Kofu, Japan 
MP 434 Identification of Phosphorylation Sites in soluble 
Guanylyl Cyclase by Quantitative Proteomic Analysis 
using Stable Isotope Labeling and LC-nESI Tandem MS; 
Spiros D. Garbis1; Fotini N. Bazoti2; Andreas 
Papapetropoulos3; Anthony Tsarbopoulos3; 1Biomedical 
Research Foundation of Athens Academy, Athens, GREECE; 
2GAIA Research Center, Kifissia, GREECE; 3University of 
Patras, Patras, GREECE 
MP 435 A Phosphoproteomic Approach to Mapping Novel 
Phosphorylation Sites in a WNK Family Kinase; Jesse 
Rinehart; Caleb A. Hodson; Kathryn L. Stone; Richard P. 
Lifton; Erol E. Gulcicek; Yale University, New Haven, CT 
MP 436 Characterization of IMAC and TiO2 with Application to 
Studying the Dynamic Regulation of Phosphorylation; 
Xiquan Liang; Gier Fonnum; Mahbod R. Hajivandi; Torkel 
Stene; Nini H. Kjus; Erlend Ragnhildstveit; Joseph W. 
Amshey; Paul Predki; Marshall Pope; Invitrogen, R & D, 
Carlsbad, CA 
MP 437 Direct and Quantitative Comparison of IMAC and 
Titanium Dioxide for Large-Scale Enrichment and 
Identification of Phosphopeptides; Markus Schirle; Marcus 
Bantscheff; Manfred Raida; Bernhard Kuster; Cellzome AG, 
Heidelberg, Germany 
MP 438 Desalting Phosphopeptides by Solid-Phase Extraction; 
Andrew J. Alpert1; Steven P. Gygi2; Ashok K. Shukla3; 
1PolyLC Inc., Columbia, MD; 2Harvard Medical School, 
Boston, MA; 3Glygen Corp., Columbia, MD 
MP 439 Relative Quantification of Phosphorylated Proteins in 
SK-MEL-28 Cells, Treated with a Selective Small 
Molecule Inhibitor of B-Raf kinase, SB-590885; Helen 
Flynn1; Simon Gaskell2; 1GlaxoSmithKline, Stevenage, 
United Kingdom; 2University of Manchester, Manchester, 
United Kingdom 
MP 440 IMAC is a Reproducibile Tool for Quantitative 
Phosphoproteomic Analyses; Francesca Zappacosta; 
Melissa M. Dix; Michael J. Huddleston; Roland S. Annan; 
GlaxoSmithKline, King of Prussia, PA 
MP 441 Mass Spectrometry Studies of the Cell-Cycle Dependent 
Phosphorylation of the Nuclear Pore Nup107-160 
Subcomplex; Joseph Glavy1; Ileana M. Cristea2; Andrew 
Krutchinsky3; Günter Blobel1; Brian T. Chait2; 
1HHMI/Rockefeller University, New York, NY; 2The 
Rockefeller University, New York, NY; 3UCSF, San 
Francisco, CA 
MP 442 Evaluation of Phosphopeptide Enrichment Procedures 
for Titanium Dioxide and Zirconium Dioxide 
Chromatography; Martin R. Larsen; Kasper Engholm-
Keller; Søren S. Jensen; University of Southern Denmark, 
Odense, Denmark 
MP 443 Effect of Chelating Enhancers on Phosphopeptide 
Enrichment by Ligand Exchange Metal Oxide 
Chromatography using Titania and Zirconia; Yutaka 
Kyono1; Naoyuki Sugiyama2; Sumiko Ohnuma3; Takeshi 
Masuda3; Masaru Tomita3; Yasushi Ishihama3; 1GL Science 
Inc., Iruma, Japan; 2Human Metabolome Technologies, Inc., 
Tsuruoka, Japan; 3Institute for Advanced Biosciences, Keio 
Universit, Tsuruoka, Japan 
MP 444 Detection of Phosphopeptides Selectively Captured on a 
MALDI Plate Functionalized by Soft-landing of Gas 
Phase Zirconium Propoxide; Grady R. Blacken; Michael 
Volny; Frantisek Turecek; University of Washington, Seattle, 
WA 
MP 445 An Automated Dual Trap & Column Arrangement for 
Online nanoLC-ESI-MS/MS Enrichment and Analysis of 
Phosphopeptides; Allis S. Chien; Andrew W. Guzzetta; SU 
Mass Spectrometry, Stanford University, Stanford, CA 
MP 446 Analysis of Recalcitrant Phosphopeptides in Protein 
Complexes; Thomas De vijlder1; Kris Laukens1; Stefaan 
Vandamme3; Geert De Jaeger2; Filip Lemiére3; Harry Van 
Onckelen1; Erwin Witters3; 1University of Antwerp; Dept. 
Biology, Antwerp, BELGIUM; 2Flemish Institute for 
biotechnology (VIB), Ghent, BELGIUM; 3University of 
Antwerp; Dept. Chemistry, Antwerp, BELGIUM 
PROTEINS:  MODIFIED I 
MP 447 The Site of Modification and Mechanism of Inactivation 
of Glyceraldehyde-3-Phosphate Dehydrogenase Upon 
Nitration; Vikram Palamalai1; Masaru Miyagi2; 1University 
of North Dakota, Grand Forks, ND; 2Case Western Reserve 
University, Cleveland, OH 
MP 448 Characterization of Human Histone H3 by 
ESI/FTICR/ECD MS/MS; Frank Li; Raya Talroze; Feixia 
Chu; Shenheng Guan; Al Burlingame; University of 
California San Francisco, San Francisco, CA 
MP 449 Assessment of Post-Translational Modifications on All 
Core Histones in Selected Yeast Mutants using Top 
Down Mass Spectrometry; LIHUA JIANG; University of 
Illinois at Urbana-Champaign, Urbana, IL 
MP 450 Whole Proteome Analysis of Post-Translational 
Modifications; Nitin Gupta1; Stephen Tanner1; Navdeep 
Jaitly2; Joshua Adkins2; Mary Lipton2; Robert Edwards4; 
Margaret Romine2; Andrei Osterman3; Vineet Bafna1; 
Richard Smith2; Pavel Pevzner1; 1University of California 
San Diego, La Jolla, CA; 2Pacific Northwest National 
Laboratory, Richland, WA; 3Burnham Institute for Medical 
Research, La Jolla, CA; 4San Diego State University, San 
Diego, CA 
MP 451 Nitration of Tyrosine Residues within eNOS Protein 
Utilizing Tetranitromethane, with Tryptic Digest and 
LTQ Mass Spectrometer; Mike Zickus1; 1Northern Illinois 
University, DeKalb, IL; 2Medical College of Georgia, 
Augusta, Georgia 
MP 452 Protein Analysis of Glomeruli In Cyclosporin A Treated 
Rats: Investigation of Redox Processes; Kristen D. 
Herring1; Corbin A. Whitwell1; David B. Friedman1; Axel 
Ducret2; Richard M. Caprioli1; 1Vanderbilt University, 
Nashville, TN; 2Roche Center for Medical Genomics, Basel, 
Switzerland 
MP 453 Quantitative Study of the Acetylation of HMGA1 
Proteins in vitro and in vivo; Qingchun Zhang; Yinsheng 
Wang; University of California at Riverside, Riverside, CA 
MP 454 LC/Mass Spectrometric Study of Site-Selective Tyrosine 
Self-Nitration of Human Hemoglobin in the Presence of 
Nitrite/H2O2 and Nitrotyrosine Reduction by 
Antioxidant; Chia-ming Chang; Hauh-Jyun Candy Chen; 
National Chung Cheng University, Chia-Yi, Taiwan 
MP 455 Development of a Screening Assay for Ligands to the 
Estrogen Receptor Based on Magnetic 
Nano/Microparticles and LC-MS; Yongsoo Choi; Richard 
B van Breemen; University of Illinois College of Pharmacy, 
Chicago, IL 
MP 456 A Mass Spectrometric Study on the in-vitro Methylation 
of HMGA1a and HMGA1b Proteins by PRMTs; Yan 
Zou1; Kristofor Webb2; Avi Perna1; Steven Clarke2; 
Yinsheng Wang1; 1University of California, Riverside, 
Riverside, CA; 2University of California, Los Angeles, Los 
Angeles, CA 
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MP 457 Covalent Modification of Proteins by Lipid Peroxidation 
Products: Characterization by Electrospray Ionization 
and Ion Trap / FT-ICR Mass Spectrometry; Navin 
Rauniyar; Katalin Prokai-Tatrai; Stanley M. Stevens; Laszlo 
Prokai; University of North Texas Health Science Center, 
Fort Worth, TX 
MP 458 Characterization of “Clipped” Histone H3 Involved in 
the Differentiation of Murine Embryonic Stem Cells; 
Tara L. Muratore1; Elizabeth M. Duncan2; Jeffrey 
Shabanowitz1; C. David Allis2; Donald F. Hunt1; 1University 
of Virginia, Charlottesville, VA; 2The Rockefeller University, 
New York, NY 
MP 459 Studying Glycation of Selected Food Protein by Mass 
Spectrometry Based Analysis; Dongliang (Eric) Ruan; 
C.Y. Ma; I.K. Chu; the University of HongKong, Hong 
Kong, CHINA 
MP 460 Qualitative and Quantitative Analysis of UVA-induced 
Oxidative Damage to the Human Lens αB Crystallin; 
David R. Stella; Kerri Barrett; Doyle "Ray" Moore II; 
Shannon M. Eliuk; Om P Srivastava; Stephen Barnes; 
University of Alabama at Birmingham, Birmingham, AL 
MP 461 Modifying the Charge State Distribution of Proteins in 
Electrospray Ionization Mass Spectrometry; Brian L. 
Frey1; Casey J. Krusemark1; Shane M. Lamos2; Peter J. 
Belshaw1; Lloyd M. Smith1; 1University of Wisconsin-
Madison, Madison, WI; 2Saint Michael’s College, 
Colchester, VT 
MP 462 Identification of Protein Methylation at Aspartate and 
Glutamate Residues by Exhaustive HPLC/MS/MS; 
Robert W. Sprung, Jr. 1; Yue Chen1; Junmin Peng2; Terry 
Zhang3; Yingming Zhao1; 1UT Southwestern Medical 
Center, Dallas, TX; 2Emory University, Atlanta, GA; 
3Thermo Electron Corporation, San Jose, CA 
MP 463 Toward Determining the Biological Function of a Novel 
Post-translational Modification on the Ribosomal Protein 
S12; Michael Brad Strader1; Nina Costantino2; Cai Chen1; 
Anthony J. Makusky1; Jeffrey A. Kowalak1; Donald L. 
Court2; Sanford P. Markey1; 1National Institute of Mental 
Health, Bethesda, Maryland; 2National Cancer Institute, 
Fredrick, Maryland 
PROTEOMICS:  MEMBRANE 
MP 464 Identification and Quantification of Membrane Proteins 
using iTRAQ Labeling and the New Paragon Database 
Search Algorithm; Wolfgang Rist1; Dietrich Merkel2; 
Martin Lenter1; Matthias Glückmann2; Dietmar Waidelich2; 
1Boehringer Ingelheim Pharma GmbH & Co. KG, Biberach 
an der Riss, Germany; 2Applied Biosystems, Darmstadt, 
Germany 
MP 465 Analysis of the Mammalian Mitochondrial Inner 
Membrane Proteome; Ian M Fearnley; Joe Carroll; 
Matthew C Altman; John E Walker; Medical Research 
Council Dunn Human Nutrition Unit, Cambridge, United 
Kingdom 
MP 466 Comparison of the Extracellular Matrix Proteome 
isolated using Deoxycholate and Blendzyme combined 
with Mass Spectrometry Analysis; Zhen Xiao1; Lidia 
Hernandez1; Timothy D. Veenstra1; Colin Stewart2; 1SAIC-
Frederick, Frederick, MD; 2National Cancer Institute at 
Frederick, Frederick, MD 
MP 467 Targeted Approaches to Study the Plasma Membrane 
Proteome of the Olfactory Epithelium of Mus musculus 
by Mass Spectrometry; Jenny Adler1; Jon Barbour1; Silke 
Oeljeklaus1; Eva Neuhaus2; Hanns Hatt2; Helmut E. Meyer1; 
Bettina Warscheid1; 1Medical Proteom-Center, Bochum, 
Germany; 2Cellphysiology, Bochum, Germany 
MP 468 Proteomic Characterization of Exosomes from Human 
Urine; Amir Rahbar; Frances Ligler; U.S. Naval Research 
Lab, Washington, DC 
MP 469 Dissecting the Membrane Proteome of Human 
Epidermal Melanocytes; Josip Blonder1; Atsushi 
Terunuma2; Veena Kapoor2; William G. Telford2; King 
Chan1; Zhaojing Meng1; Donald J. Johann2; Haleem J. 
Issaq1; Jonathan C. Vogel2; Timothy D. Veenstra1; 1SAIC-
Frederick, Frederick, MD; 2National Cancer Institute, 
Bethesda, MD 
MP 470 Global Membrane Proteome Studies on the Luminal 
Microvascular Endothelial Cell Surfaces of Multiple 
Tissues in vivo; Yan Li; Jingyi Yu; Jacqueline Testa; Adrian 
Chrastina; Huei-luen Huang; Sabrina Shore; Fred Long; 
Eberhard Durr; Phil Oh ; Jan E. Schnitzer; Sidney Kimmel 
Cancer Centre, San Diego, CA 
MP 471 Towards the Complete Mitochondrial Proteome; Albert 
Sickmann; Rudolf-Virchow-Center for Exper. Med., 
Wuerzburg, Germany 
MP 472 nQuant and Two-Dimensional Peptide Mapping: 
Relative Protein Quantification using Normalized 
MALDI-TOF Data; Christoph Roesli; Patrick Pedrioli; 
Dario Neri; ETH Zurich, Zurich, Switzerland 
MP 473 Cell Surface Antigen Identification of Melanoma by 
SILAC using Mass Spectrometry; Guangyu Zhang1; 
Saulius Jarmalavicius2; Peter Walden2; 1Mitchell Cancer 
Institute, Univ. South Alabama, Mobile, AL; 2Charite, 
Humboldt University, Berlin, Germany 
PROTEIN:  CONFORMATION I 
MP 474 Conformational Studies of Phosphorylated Motif in α-
casein using Hydrogen Exchange Mass Spectrometry; 
Shao-Ching Hung; Demetrius R. Dielman; Krishna 
Kuppannan; Vickie L. Langer; Anton S. Karnoup; Scott A. 
Young; The Dow Chemical Company, Midland, MI 
MP 475 Detection and Charatecrization of AL Light Chain 
Proteins from Fibrils; Zhenning Hong; Roger Théberge; 
Yan Jiang; Amareth Lim; Tatiana Prokaeva; Lawreen H. 
Connors; Martha Skinner; Catherine E. Costello; Boston 
University, Boston, MA 
MP 476 Direct Comparison of Structures of Wild Type- and 
Mutant Cu/Zn-Superoxide Dismutase by H/D Exchange 
Mass Spectrometry; Qi Wang1; Ashutosh Tiwari2; 
Lawrence J. Hayward2; Jeffrey N. Agar1; 1Brandeis 
University, Waltham, MA; 2University of Massachusetts 
Medical School, Worcester, MA 
MP 477 Structural Examination of the ClpAP Protease Complex 
via Synchrotron Radiolysis and Mass Spectrometry; Jen 
Bohon1; Laura Jennings2; Stuart Licht2; Mark Chance1; 
1Case Western Reserve University, Upton, NY; 
2Massachusetts Institute of Technology, Cambridge, MA 
MP 478 Fluorescence Measurements of a Single Unsolvated 
Biomolecule: Conformation Fluctuations; Joel H. Parks; 
Denis Duft; Xiangguo Shi; Rowland Institute at Harvard, 
Cambridge, MA 
MP 479 Probing of the Binding Properties of Acetobacter Aceti 
Citrate Synthase using PLIMSTEX and Local H/D 
Exchange; Sandra Kerfoot; Don L. Rempel; T. Joseph 
Kappock; Michael L. Gross; Washington University, St. 
Louis, MO 
MP 480 Comparing the Conformational Dynamics of Enzymes 
and Non-Enzymatic Proteins by Hydrogen-Deuterium 
Exchange and ESI-MS; Yuhong Liu; Lars Konermann; 
University of Western Ontario, London, CANADA 
MP 481 Two Non-Covalently Bound Antagonists on the Human 
RXRα LBD Protein Studied by Hydrogen/Deuterium 
Exchange and Mass Spectrometry; Xuguang Yan; David 
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Broderick; Jeff Morre; Michael Schimerlik; Max Deinzer; 
Oregon State University, Corvallis, OR 
MP 482 Mass Spectral Analysis of β2-Microglobulin Oligomers; 
Mark Olbris; Kwasi Antwi; R. Srikanth; Richard W. Vachet; 
University of Massachusetts, Amherst, MA 
MP 483 Gas-phase Conformations of Protonated Serine 
Octamers, Peptides, and Proteins using Infrared 
Photodissociation Spectroscopy with FTMS; Xianglei 
Kong1; Giuseppe Infusini2; Cheng Lin2; Honghai Jiang1; 
Kathrin Breuker3; Fred. W. McLafferty1; 1Cornell 
University, Ithaca, NY; 2Boston Univerisity School of 
Medicine, Boston, MA; 3University of Innsbruck, Innsbruck, 
Austria 
MP 484 Gas Phase Conformations of Protein Ions Formed from 
Two Different Solution Conformations; Jianmin Zhang; D. 
J. Douglas; University of British Columbia, Vancouver, 
CANADA 
MP 485 Protein Conformational Changes Monitored by Gamma 
Ray-induced Hydroxyl Radical Labeling and ESI-MS; 
Xin Tong; Lars Konermann; University of Western Ontario, 
London, CANADA 
MP 486 Extending PLIMSTEX by using MALDI/MS; A T 
Manohari Silva; M. L. Gross; Washington University in 
St.Louis, Mass Spectromet, St.Louis, MO 
MP 487 Allosteric Activation of BirA Protein Studied by 
Hydrogen/Deuterium Exchange Mass Spectrometry; Olli 
Laine; Emily D Streaker; Catherine Fenselau; Dorothy 
Beckett; University of Maryland, College Park, MD 
MP 488 Conformational Changes in Opioid-Related Peptides 
Induced by Membrane-Mimetic Systems as Studied 
using Hydrogen/Deuterium Exchange; Deepa Kunapuram; 
Chhabil Dass; The University of Memphis, Memphis, TN 
MP 489 Hydrogen Exchange Shows that Phosphorylation Causes 
Changes in Intramolecular Interactions; Shugui Chen1; 
Thomas E. Smithgall2; John R. Engen1; 1Northeastern 
University, Boston, MA; 2University of Pittsburgh School of 
Medicine, Pittsburgh, PA 
MP 490 Modulation of Transferrin Conformation by Metal 
Binding Studied by Hydrogen Exchange and Mass 
Spectrometry; Mingxuan Zhang1; Anne B. Mason2; Igor A. 
Kaltashov1; 1University of Massachusetts, Amherst, MA; 
2University of Vermont, Burlington, VT 
MP 491 Identification of the Inter-subunit Interactions Driving 
Maturation of HIV-1 Capsids using Mass Spectrometry 
based Hydrogen/Deuterium Exchange; Sebyung Kang; 
Matthew B. Renfrow; Peter E. Prevelige; University of 
Alabama at Birmingham, Birmingham, AL 
MP 492 Hydrogen Deuterium Exchange Mass Spectrometry to 
Study the Assembly Mechanisms of Ebola Virus Matrix 
Protein VP40; Leslie Silva1; Michael Vanzile2; M. Javad 
Aman2; David C. Schriemer1; 1University of Calgary, 
Calgary, CANADA; 2US Army Medical Res. Inst. Infectious 
Disease, Frederick, MD 
MP 493 Use of Multiple Proteases to Improve Resolution and 
Accuracy in Hydrogen/Deuterium Exchange Monitored 
by FT-ICR Mass Spectrometry; Huimin Zhang1; Mark R. 
Emmett1; Saša Kazazic2; Alan G. Marshall1; 1Florida State 
University, Tallahassee, FL; 2Ruder Boškovic Institute, 
Zagreb, Croatia 
MP 494 Analysis of SH3 Domain Interactions with HIV Nef 
Derived from Long-term Non-progressing HIV+ 
Patients; Thomas E. Wales1; Lori Emert-Sedlak2; Ronald P. 
Trible2; Thomas E. Smithgall2; John R. Engen1; 
1Northeastern University, Boston, MA; 2University of 
Pittsburgh School of Medicine, Pittsburgh, PA 
MP 495 Mapping the Interaction between Phosphorylated 
Human Growth Hormone–Growth Hormone Receptor 
using Hydrogen/Deuterium Exchange Mass 
Spectrometry; Hari Kosanam1; Francesco Giorgianni2; 
Chabbil Dass1; 1The University of Memphis, Memphis, TN; 
2University of Tennessee Health Science Center, Memphis, 
TN 
MP 496 Structural Characterization of Factor Xa Dimers in 
Solution by Differential Surface Modification and Mass 
Spectrometry; Roxana E. Iacob1; Rima Chattopadhyay2; 
Shalmali Sen2; Barry R. Lentz2; Kenneth B. Tomer1; 
1Laboratory of Structural Biology, NIEHS, RTP, North 
Carolina; 2Department of Biochemistry and Biophysics, 
UNC, Chapel Hill, North Carolina 
MP 497 Improved Protein Surface Mapping using Amino Acid 
Specific Covalent Modifications Combined with Mass 
Spectrometry; Vanessa Mendoza; Richard W. Vachet; 
University of Massachusetts, Amherst, MA 
MP 498 Interaction of the Cellular Retinoic Acid Binding Protein 
with the Retinoic Acid Receptor: A Mass Spectrometric 
Study; Virginie Sjoelund; Igor A. Kaltashov; University of 
Massachusetts, Amherst, MA 
PROTEOMICS:  BIOMARKERS I 
MP 499 Development of MRM Assays for Quantification of Low 
Abundance Biomarkers in Human Serum; Catalin E. 
Doneanu1; Weibin Chen1; Asish Chakraborty1; Johannes 
P.C. Vissers2; Johannes M.F.G. Aerts3; James I. Langridge2; 
John C. Gebler1; 1Waters Corporation, Milford, MA; 
2Waters Corp., Manchester, United Kingdom; 3University of 
Amsterdam, Academic Medical Center, Amsterdam, The 
Netherlands 
MP 500 Investigation of Individual Human Tear Samples from 
Dry Eye Symptomatic and Non-Symptomatic Contact 
Lens Wearers using Proteomic Methods; Richard Sessler; 
Kari B. Green-Church; Nanette M. Kleinholz; Jason J. 
Nichols; The Ohio State University, Columbus, OH 
MP 501 Biomarker Validation Strategies using Automated Ion 
Selection and Method Building; David Cox; Stephen Tate; 
Eva Duchoslav; Applied Biosystems/MDS Sciex, Concord, 
Canada 
MP 502 Discovery and Validation of serum Biomarkers 
Expressed over the First Twelve Weeks of Fasciola 
Hepatica Infection in Sheep; Marie-Claire Rioux1; C 
Carmona1; Brian J Ward1; Momar Ndao1; Robert Masse2; 
Hugh PJ Benett3; Terry Spithill1; Bernard F Gibbs3; 1Centre 
for Parasitology McGill University, Montreal, Canada; 
2MDS Pharma Services, Montreal, Canada; 3Sheldon 
Biotechnology Center, McGill University, Montreal, Canada 
MP 503 Comparative Proteomics Study of Horse Seminal 
Proteins using MALDI-MS and MS/MS to Gain Insight 
into Fertility; William K. Russell1; Brad J. Williams1; Issa 
Issac2; Neil Sharma2; Sara Falasca1; Stephanie M. Cologna1; 
Liuxi Chen1; Ya-Jung Lee1; Dickson Varner1; David H. 
Russell1; 1Texas A&M University, College Station, TX; 
2Genomic Solutions, Ann Arbor, Michigan 
MP 504 Proteomic Differential Expression of Colonic Biomarkers 
Associated with Crohn's Disease in a Mouse Model using 
On-line 2D-LCMS and Decyder MS; Janine M. Cooney1; 
Dwayne J. Jensen1; William A. Laing2; Matthew P.G. 
Barnett3; Warren C. McNabb3; Nicole C. Roy3; 1NuNZ, 
HortResearch Ltd, Ruakura Research Centre, Hamilton, 
New Zealand; 2NuNZ, HortResearch Ltd, Mt Albert 
Research Centre, Auckland, New Zealand; 3NuNZ, 
AgResearch Ltd, Grasslands Research Centre, Palmerston 
North, New Zealand 
MP 505 Identification of Cellular Proteins Effected by the 
Decomposition of Lipid Hydroperoxide 13-HPODE and 
Identification of Major Ketone/Aldehyde Adducts 
Formed; Peter G. Slade; Michelle V. Williams; John S. 
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Wishnok; Steven R. Tannenbaum; Massachusetts Institute of 
Technology, Cambridge, MA 
MP 506 Utilizing a Rat Model of Diabetes to Identify Urine 
Biomarkers for Early Diagnosis of Bladder Dysfunction; 
Daniela M Schlatzer1; Serguei Iltchencko1; Elizabeth 
Yohannes1; Benlian Wang1; George Christ2; Mark R. 
Chance1; 1Case Western Reserve University, Cleveland, OH; 
2Wake Forest Unversity School of Medicine, Winston-Salem, 
NC 
MP 507 Mass Spectrometric Analysis of Saliva Proteome; 
Hongying Zhong1; Joseph Fernandez1; Linqi Zhang3; Daniel 
Malamud2; Haiteng Deng1; 1The Rockefeller University, New 
York, NY; 2NYU College of Dentistry, New York, NY; 3Aaron 
Diamond AIDS Research Center, New York, NY 
MP 508 Establishment of a Human Urinary Peptidome to Aid in 
Disease Biomarker Discovery; David M. Good1; Petra 
Zürbig2; Harald Mischak2; Joshua J. Coon1; 1University of 
Wisconsin-Madison, Madison, WI; 2Mosaiques Diagnostics 
& Therapeutics, Hanover, Germany 
MP 509 Identification of Plasma Proteins Linking Metabolic 
Syndrome to Coronary Artery Disease by Quantitative 
Proteomics; Jacob A. Galan1; Minjie Guo1; Kam To1; 
Michael Sturek2; W. Andy Tao1; 1Purdue University, West 
Lafayette, IN; 2Indiana University School of Medicine, 
Indianapolis, IN 
MP 510 Candidate Biomarker Discovery in the Time Dependant 
Progression of a Mouse Model of Lung Fibrosis using 
Multiplex Proteomics Strategies; Katherine Williams1; 
Christian R. Lombardo2; Kate Blease2; Bonny Chen2; Lilly 
Wong2; Garrett Hampton2; Christie Humter1; 1Applied 
Biosystems, Foster City, CA; 2Celgene Corporation, San 
Diego, CA 
MP 511 Urinary Protein Nephrotoxicity Biomarkers – Discovery 
and Validation; Charlotte C. Yu Ip; Raymond J. Gonzalez; 
Josef S. Ozer; Frank D. Sistare; William H. Schaefer; Merck 
Researck Labortories, West Point, PA 
MP 512 Analysis of Covalent Adducts of Cytochrome C Arising 
from Nitration and Oxygen Radical Oxidation; Jennifer 
R. Seal; John S. Wishnok; Steven R. Tannenbaum; 
Massachusetts Institute of Technology, Cambridge, MA 
MP 513 A Mass Spectrometry-Based Strategy for Identifying 
Proteinase Activities and the Sequences of Their 
Proteolytic Products; Sarah Robinson; Richard Niles; H. 
Ewa Witkowska; Kirsten Rittenbach; Scott Dixon; Steven 
Hall; Susan Fisher; Markus Hardt; University of California 
at San Francisco, San Francisco, CA 
MP 514 Comparative Glycoproteomics Analysis for Canine 
Lymphoma and Bladder Cancer using GIST, Lectin 
Selection and MALDI-TOF/TOF MS Profiling; Christina 
Wilson1; Fred E. Regnier2; Deborah W. Knapp3; Stephen B. 
Hooser4; 1Purdue Univ., Animal Disease Diagnostic 
Laboratory, West Lafayette, IN; 2Purdue Univ., Dept. of 
Chemistry, West Lafayette, IN; 3Purdue Univ., Dept. of 
Veterinary Clinical Science, West Lafayette, IN; 4Purdue 
Univ., Dept. of Comparative Pathobiology, West Lafayette, 
IN 
MP 515 IEF-Based Fractionation Strategies with MS for 
Characterizing Salivary Proteins; Pinmanee Boonthueng; 
Prasanna Ramachandran; David T. Wong; Joseph A. Loo; 
UCLA, Los Angeles, CA 
MP 516 Identification of a Degradation Marker Related to 
Plasma Conservation by 2D-Gel Electrophoresis and 
MALDI-TOF MS; Florence Guérard1; Olivia Guerre1; 
Dominique Dernis2; Jean-Jacques Huart2; Christian 
Rolando1; 1Univ. des Science/Tech de Lille, Villeneuve 
d'Ascq, FRANCE; 2Etablissement Francais du Sang, Nord-
de-France, Lille, France 
MP 517 Proteomic Analysis of Human Skeletal Muscle by the 
Combination of 1-D Gel Electrophoresis and HPLC-ESI-
MS/MS; Zhengping Yi1; Charles Flynn1; Paul Langlais1; 
Susan T. Weintraub2; Lawrence Mandarino1; Kurt. Højlund1; 
1Arizona state university, Tempe, AZ; 2University of Texas 
Health Science Center, San Antonio, TX 
MP 518 Proteomics-Based Study of Inborn Errors of Metabolism. 
Investigation of Protein Disturbances in 
Hyperhomocysteinemia; Brian Gilfix1; David Rosenblatt1; 
Amanda Loewy1; Robert Masse2; Mike Aguiar3; David 
Blank1; Hugh PJ Bennett3; Bernard F Gibbs3; 1Royal 
Victoria Hospital, MUHC, Montreal, Canada; 2MDS 
Pharma Services, Montreal, Canada; 3Sheldon 
Biotechnology Center, McGill University, Montreal, Canada 
MP 519 Biomarker Identification by SDS-PAGE and ESI-Ion 
Trap Mass Spectrometry from the Unfractionated Urine 
for the Diagnosis of Osteoporosis; Hyun-Soo Choi; Ilyn L. 
Santos; Jinkyu Lim; Kyungpook University, Daegu, South 
Korea 
MP 520 Proteinase 3 and Latent Matrix-metalloproteinase 9: 
Potential Biomarkers for Chronic Lung Transplant 
Rejection; Yan Zhang; Marshall Hertz; Christine Wendt; 
Gary Nelsestuen; University of Minnesota, Minneapolis, MN 
MP 521 Biomarker Discovery for Predicting Susceptibility to 
Age-Related Macular Degeneration and Monitoring 
Therapeutic Efficacy; Jiayin Gu1; Xianquan Zhan1; John S 
Crabb1; Elisa Bala3; Kutralanathan Renganathan1; Xiaorong 
Gu1; Stephanie A Hagstrom1; Hilel Lewis1; Robert G 
Salomon2; John W Crabb1; the Cleveland AMD Study 
Group1; 1Cleveland Clinic, Cleveland, OH; 2Case Western 
Reserve University, Cleveland, OH; 3Louis Stokes VA 
Medical Center, Cleveland, OH 
MP 522 Limits of Quantitation for Low Abundant Proteins in 
Plasma by Targeted MS; Hasmik Keshishian; Michael 
Burgess; Veronica Saenz-Vash; Eric Kuhn; Terri Addona; 
Steven A. Carr; Broad Institute of MIT and Harvard, 
Cambridge, MA 
MP 523 Proteomic Analysis of Cytoplasmic Lipid Droplets using 
MudPIT Identification of Fractionated Rat Liver; Mark 
Lowenthal; UCHSC, Aurora, CO 
MP 524 High Sensitivity Analysis of Urinary Desmosine and 
Isodesmosine using Nano-LC/MS-MS; Michel Boutin1; 
Kevin Bateman2; Pierre Thibault1; 1Institute for Research in 
Immunology and Cancer, Montreal, Canada; 2Merck Frosst 
Center for Therapeutic Research, Kirkland, Canada 
MP 525 Mass Spectrometry Characterization of Urinary Prion 
Protein; Ayuna Dagdanova1; Sergei A. Ilchenko2; Qiwei 
Yang1; Pierluigi Gambetti1; Shu G. Chen1; 1Pathology 
Department, Case Western Reserve Univ., Cleveland, OH; 
2Center for Proteomics, Case Western Reserve Univ., 
Cleveland, OH 
MP 526 Differential Proteome Pattern Associated with Diabetic 
Serum Revealed by Integrated Multiple Dimensional 
Liquid Chromatography Mass Spectrometry; Jie Dai; 
Rong-Xia Li; Su-Jun Li; Qing-Run Li; Rong Zeng; Shanghai 
Institutes for Biological Sciences, Shanghai, China 
MP 527 Suction Blister Fluid as Potential Biological Matrix for 
biomarker Proteins; Jeroen Kool1; Léon Reubsaet1; Feikje 
Wesseldijk3; Raquel Maravilha1; Martijn Pinkse1; Clive 
D’Santos1; Jacobus van Hilten2; Freek Zijlstra3; Albert 
Heck1; 1Utrecht University, Sorbonnelaan 16, Utrecht, 
Netherlands; 2Leiden University Medical Center, Leiden, 
The Netherlands; 3Erasmus Medical Center, Rotterdam, The 
Netherlands 
MP 528 Evaluation of an iTRAQ Strategy for Biomarker 
Detection in Cerebrospinal Fluid; Catherine A. Formolo; 
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Tobey J. MacDonald; Brian R. Rood; Yetrib Hathout; 
Children's National Medical Center, Washington, DC 
PROTEOMICS:  MEDICAL I 
MP 529 Unraveling the Metabolism of CNS-derived 
Apolipoprotein E using Stable Isotopes and Tandem MS; 
Kristin R Wildsmith; Kwasi G Mawuenyega; Karen R 
Browning; Guolin Wen; Randall J Bateman; Washington 
University, St. Louis, MO 
MP 530 Quantitative Proteomic Analysis of Bruch’s Membrane 
from AMD Donor Eyes using iTRAQ Technology and 
SCX Fractionation; Xianglin Yuan; John S Crabb; Karen 
Shadrach; Xiaorong Gu; Joe G Hollyfield; John W Crabb; 
Cleveland Clinic Foundation, Cleveland, Ohio 
MP 531 Quantitative Proteomic Analysis of Bruch’s Membrane 
from AMD Donor Eyes using iTRAQ Technology and 
SDS-PAGE Fractionation; Xiaorong Gu; John S. Crabb; 
Karen Shadrach; Xianglin Yuan; Joe G. Hollyfield ; John W. 
Crabb; Cleveland Clininc Foundation, Cleveland, OH 
MP 532 Comparative Brain Membrane Proteome Analysis in 
Schizophrenia and Antipsychotic Drug Treatment using 
a Label Free LC-MS/MS Based Proteomic Profiling 
Approach; Man KUAN Chan1; Dan Ma1; Lan Wang1; 
Sabrina Jahn1; Sabrina Schaefer1; Emanuel Schwarz1; 
Matthew Wayland1; Chris Hughes2; Jane Gartlon3; Peter 
Maycox3; Therese McKenna2; Sabine Bahn1; 1Institute of 
Biotechnology, Cambridge, United Kingdom; 2Waters 
Corporation, Atlas Park, Manchester, United Kingdom; 
3Psychiatry CEDD, GlaxoSmithKline, Harlow, United 
Kingdom 
MP 533 Quantifying the Co-expression of ApoA-I Mutant Fin 
(ApoA-IFIN) and Normal ApoA-I in Transgenic Mice; 
Michael J. Thomas; John S. Owen; Manish S. Bharadwaj; 
Shaila Bhat; Michael P. Samuel; Mary G. Sorci-Thomas; 
WFU School of Medicine, Winston-Salem, NC 
MP 534 Effects of Mild Oxidative Stress on the Proteomes of 
Differentiated and Non-Differentiated C2C12 Mouse 
Muscle Cells; Edgar A. Arriaga1; Matthias Mann2; 
Francesca Forner2; 1University of Minnesota, Minneapolis, 
MN; 2Max Planck Institute, Martinsried, Germany 
MP 535 Quantitative Proteome Analysis of Embryo Implantation 
in FKBP52 KO and Progesterone Treated Mice by 
Multivariable DIGE/MS; David B. Friedman; Kristen 
Burnum; Corbin Whitwell; Susanne Tranguch; SK Dey; 
Richard M. Caprioli; Vanderbilt University School of 
Medicine, Nashville, TN 
MP 536 Quantitative Determination of Red Blood Cell 
Partitioning of Peptide Compounds by a LC/MS/MS 
Assay; Xun Cheng; JongSoo Hyun; Douglas L. Cole; Jing J. 
Zhang; Affymax, Inc, Palo Alto, CA 
MP 537 Investigation of Early Embryogenesis using Shotgun 
Proteomics and Spectral Counts; Peggi M. Angel1; Lin 
Lin3; Daniel B. Weatherly3; Ron Orlando1; 1Complex 
Carbohydrate Research Center, Athens, GA; 2Center for 
Tropical and Emerging Global Diseases, Athens, GA; 
3BioInquire, LLC, Athens, GA 
MP 538 Stoichiometry of Proteins in the Sarcomere; Kenneth 
Parker1; Ronan Walsh1; Bryan Krastins2; Mohammad Kian 
Salajegheh1; Anthony Amato1; David Sarracino2; Steven 
Greenberg1; 1Brigham and Women's Hospital, Boston, MA; 
2Harvard Partners Center for Genomics and Proteomic, 
Cambridge, MA 
MP 539 Determining the Molecular Basis of Behavior: a Global 
Quantitative Proteomic Based Approach Utilizing 
Metabolic Labeling with 15N; Kathleen Grant; Boris 
Tabakoff; Christine C. Wu; UCDHSC, Aurora, CO 
MP 540 Tackling the Nitrosoproteome with S-FLOS: A Novel 
Method for Quantifying S-Nitrosylation Sites in Protein 
Extracts, Cell Lines and Tissue; Lakshmi Santhanam; 
Marjan Gucek; Tashalee R Brown; Sungwoo Ryoo; 
Christopher Lemmon; Lewis Romer; Artin A Shoukas; Dan 
E Berkowitz; Robert Cole; Johns Hopkins School of 
Medicine, Baltimore, MD 
MP 541 Quantitative Proteomic Analysis of Human Neural Stem 
Cell by Differentiation using Stable Isotope Labeling 
with Amino Acid in Cell Cultures; Jeong Hwa Lee1; Jin 
Young Kim1; Kun Wook Park1; Kun Cho1; Kyung Hee 
Byun2; Sung Min Ahn2; Bong Hee Lee2; Jong Shin Yoo1; 
1Korea Basic Science Institute, Daejeon, South Korea; 2Jeju 
National University, Jeju, South Korea 
MP 542 Quantitative Proteomics Profiling in Mitochondria of 
Mouse Skeletal Muscle Treated with Fatty Acids; Zohra 
Olumee-shabon; Erica Reeves; Eric P. Hoffman; Children's 
National Medical Center, Washington, DC 
MP 543 Proteomics of Acute Pancreatitis in Rat Rough 
Endoplasmic Reticulum; Xuequn Chen; John Strahler; 
Maria Dolors Sans; John Williams; Philip Andrews; The 
University of Michigan, Ann Arbor, MI 
MP 544 Utilizing Isobaric Tagging Reagents for Screening 
Cerebral Spinal Fluid Samples for Potential Alzheimer’s 
Biomarkers; Steven Guertin1; Marjorie Minkoff1; Matthew 
Willets1; Brian Williamson1; Baltazar Gomez-Mancilla2; 
Nelson Guerreiro2; 1Applied Biosystems, Framingham, MA; 
2Novartis Pharmaceuticals, Basel, Switzerland 
MP 545 Signaling at the Neuromuscular Junction through the 
Eyes of the Acetylcholine Receptor: a Triple-Condition 
SILAC Study; Helene L. Cardasis; Matthew Friese; Steve 
Burden; Thomas A. Neubert; New York University, New 
York, NY 
MP 546 Quantitative Analysis of Secreted Angiogenic Proteins 
During Hypoxia; Shama P. Mirza; Molly C. Pellitteri-Hahn; 
Erika Winkler; Maria Warren; Dani Didier; Jack Littrell; 
Brian D. Halligan; Simon Twigger; Andrew S. Greene ; 
Michael Olivier; Medical College of Wisconsin, Milwaukee, 
WI 
MP 547 Relative Quantification of Osteocyte Proteins using 
GLaD Chemistry combined with MALDI-ToF Analysis 
and Online-LC ES-IT-ToF Analysis; Jessica Z. 
Bereszczak1; Nicoletta Bivi2; Gianluca Tell2; Francesco L. 
Brancia1; 1Shimadzu Research Laboratory, Manchester, 
United Kingdom; 2University of Udine, Udine, Italy 
MP 548 Decoding the Nitric Oxide-mediated Post-translational 
Modifications by the Label-free MS Differential Analysis 
Software – DeCyder™ MS; Zezong Gu; Jonathan 
Kabakoff; Yang Shi; Dongdong Yao; Yuliang Ma; Stuart A. 
Lipton; Burnham Institute for Medical Research, La Jolla, 
CA 
MP 549 Comparative Proteomic Analysis of Light Exposed and 
Unexposed Photoreceptor Rod Outer Segments by 
Proteolytic 18O Labeling Strategy; Dagmar Hajkova1; 
Vikram Palamalai1; Chandra Sekhar Rao1; Ruth M. Darrow2; 
Daniel T. Organisciak2; Masaru Miyagi1; 1Case Western 
Reserve University, Cleveland, OH; 2Wright State 
University, Dayton, OH 
PROTEOMICS:  NEW & IMPROVED METHODS I 
MP 550 A QTAX-Based Tag-team Method to Characterize 
Protein Interaction Networks; Cortnie Guerrero; Jeff 
Jones; Yingying Yang; Peter Kaiser; Lan Huang; UC Irvine, 
Santa Ana, CA 
MP 551 Selective Isolation of N-terminal Proteolytic Peptides 
using a Fluorous Enrichment Strategy and Its 
Application Towards the Identification of Protease 
Substrates; Fei Hong; Hugo D Urbina; Ansgar Brock; Eric 
C Peters; Genomics Institute of Novartis Research 
Foundation, San Diego, CA 
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MP 552 Control of Charge State Distribution using a Hot Source-
Induced Desolvation (HSID) Interface - Application to 
Discovery of Bacterial Virulence Factors; Devanand M. 
Pinto1; Lisa Cousins2; Kenneth Chisholm1; Roger O. 
Ebanks1; 1NRC, Halifax, CANADA; 2Ionics Mass 
spectrometry Group, Toronto, Canada 
MP 553 Identification of Secreted Proteins from a Breast Cancer 
Cell Line by Metabolic Labeling and Extensive 
Fractionation; Jenny L Heidbrink; Elizabeth G. Joseloff; 
Courtney Schatz; Yuhui Wang; Chad Danis; Steve M. 
Ruben; Tao He; Celera, Rockville, MD 
MP 554 Mutiplexed Kd Determination by Quantitative 
Chemoproteomics (QCP); Andreas Tebbe; Jens Lamerz; 
Angelique Augustin; Everson Nogoceke; Peter Berndt; 
Nikolaos Berntenis; Hanno Langen ; Axel Ducret; F. 
Hoffmann-La Roche Ltd., Basel, Switzerland 
MP 555 Characterization of Monoclonal Antibodies: Surface 
Plasmon Resonance or High-mass MALDI Mass 
Spectrometry? Claudia Bich1; Alexis Nazabal2; Mike 
Scott3; Ryan Wenzel2; Renato Zenobi1; 1ETH Zurich, Zurich, 
Switzerland; 2CovalX GmbH, Zurich, Switzerland; 
3Functional Genomic Center of Zurich, Zurich, Switzerland 
MP 556 Proteomic Analysis of Arabidopsis Plasma Membranes 
using an Improved Organic Solvent-Based Extraction 
Strategy; Srijeet K. Mitra; Benjamin T. Walters; Steven D. 
Clouse; Michael B. Goshe; North Carolina State University, 
Raleigh, NC 
MP 557 Characterization of Organelles using Protein Correlation 
Profiling (PCP) combined with Stable Isotope Labeling 
by Amino Acids in Cell Culture (SILAC); Lis Jakobsen; 
Jens S. Andersen; CEBI, University of Southern Denmark, 
5230 Odense M, Denmark 
MP 558 Hypothesis-Driven MRM Applied to Wide-Range Yeast 
Proteome Analysis; Paola Picotti1; Vinzenz Lange1; 
Nichole King2; Ruedi Aebersold1; Bruno Domon1; 1Institute 
for Molecular Systems Biology, ETH Zuerich, Zuerich, 
Switzerland; 2Institute for Systems Biology, Seattle, WA 
MP 559 Interrogating the Human Nucleus by Middle-Down Mass 
Spectrometry: A 2 Dimensional LC-FT-ICR-MS/MS 
Platform; Michael T. Boyne II; Craig D. Wenger; Dana E. 
Robinson; Bryan A. Parks; Paul M. Thomas; Leonid 
Zamborg; Rich D. Leduc; Neil L. Kelleher; University of 
Illinois, Urbana, IL 
MP 560 Identifying Protein-Protein Interactions with LC-
MALDI/TOF/TOF and Cross-Linking Strategy; Xiaoting 
Tang1; Haizhen Zhang1; Gerhard R. Munske1; Natalia L. 
Zakharova1; Nikola Tolic2; Gordon A. Anderson2; James E. 
Bruce1; 1Washington State University, Pullman, WA; 
2Pacific Northwest National Laboratory, Richland, WA 
MP 561 Deciphering the Dynamic Protein Interactions using 
Quantitative Mass Spectrometry; Lan Huang; Xiaorong 
Wang; University of California, Irvine, CA 
MP 562 Comprehensive Proteomic Analysis of the Human 
Embryonic Stem Cell Microenvironment; Sean C 
Bendall1; J. Larry Campbell1; Paula Pittock1; Mick Bhatia2; 
Gilles A Lajoie1; 1University of Western Ontario, London, 
Canada; 22McMaster University Cancer Stem Cell Institute, 
Hamilton, Canada 
MP 563 High Throughput and High Sensitivity Proteomic 
Analysis using Sub-Two Micro Particle Stationary Phase; 
Denis Faubert1; Heng Jiang1; Marguerite Boulos1; Annie 
Bouchard2; Diane Forget2; Melanie Brault1; Benoit 
Coulombe1; 1Proteomics Discovery Platform of the IRCM, 
Montreal, Canada; 2Gene Transcription Laboratory of the 
IRCM, Montreal, Canada 
MP 564 Proteomic Study of Changes in IRE1 Subcellular 
Location and Protein Profiles under ER Stress using 
Density Based Separation and MALDI-MS/MS; WenKui 
Lan1; Marc J. Horn1; Kathryn L. Lipson2; Fumihiko Urano1; 
Sun W. Tam3; 1Prospect Biosystems, LLC, Newark, NJ; 
2University of Massachusets Medical School, Worceseter, 
MA; 3UMass Medical School Proteomics Consortium, 
Shrewsbury, MA 
MP 565 A New Approach to Monitor the Expression of Aldo-
Keto Reductase Proteins in Mouse Tissues; Shuyang Tu; 
Yan Ren; Wei Tong; Lei Yang; Ningzhi Xu; Siqi Liu; 
Beijing Genomics Institute, CAS, Beijing, China 
MP 566 Comprehensive Expression Profiles For Targeted 
Identification of Histone Modifications and Its 
Implications for the Determination of Structure-Function 
Relationships; Paul Drogaris; Hugo Wurtele; Kevin Eng; 
Alain Verreault; Pierre Thibault; Université de Montréal, 
Montréal, Canada 
MP 567 The Mechanism of Folding Inhibition by Electrospray 
Additives to Enhance Dissociation of Large Protein Ions; 
Honghai Jiang1; Xianglei Kong1; Kathrin Breuker2; Tadhg 
Begley1; Fred W. McLafferty1; 1Cornell University, Ithaca, 
NY; 2University of Innsbruck, Innsbruck, Austria 
MP 568 Exploring Protein Complexes with Mass Spectrometry 
and Fluorescence Microscopy Techniques; Changhui 
Deng; Andrew N. Krutchinsky; Dept of Pharm Chem, 
UCSF, San Francisco, CA 
MP 569 SILAC in Cultured Primary Neurons: Application to 
BDNF Induced Phosphotyrosine Proteome Changes and 
Differential Protein Abundance of Postsynaptic 
Densities; Daniel S. Spellman; Helene L. Cardasis; Bryen A. 
Jordan; Edward B. Ziff; Moses V. Chao; Thomas A. 
Neubert; New York University School of Medicine, New 
York, NY 
MP 570 Relative and Absolute Stoichiometric Determination of 
the Transcriptional Cofactor Complex Mediator by Mass 
Spectral Analysis; Andrew C. Paoletti; Stowers Institute for 
Medical Research, Kansas City, MO 
MP 571 Combining “Bottom-up” and “Middle-down” 
Techniques for Better Coverage in Protein 
Characterization; Dayin Lin; David Horn; Agilent 
Technologies, Inc., Santa Clara, CA 
MP 572 An 8-plex iTRAQ Shotgun Proteomics Investigation of 
N2-fixing Heterocysts in the Cyanobacterium Nostoc sp. 
PCC 7120; Saw Yen Ow1; Karin Stensjö2; Peter Lindblad2; 
Phillip Wright1; 1The University of Sheffield, Sheffield, 
United Kingdom; 2Uppsala University, Uppsala, Sweden 
MP 573 Characterization of Zebrafish Cardiac Proteome by a 
Novel 2D HPLC Strategy Coupled with Q-TOF Tandem 
Mass Spectrometry; Jian Zhang; Kevin A. Lanham; 
Richard E. Peterson; Warren Heideman; Lingjun Li; The 
University of Wisconsin, Madison, WI 
MP 574 Fluorescent Probes and Mass Spectrometry Reveal How 
Cytomegalovirus Ensures Human Cell Growth during 
Infection; Ileana M. Cristea1; Nathaniel J. Moorman2; Scott 
S. Terhune2; Michael P. Rout1; Thomas Shenk2; Brian T. 
Chait1; 1The Rockefeller University, New York, NY; 
2Princeton University, Princeton, NJ 
MP 575 Two-Dimensional Off-Line Separation using High and 
Low pH Reversed-Phase for Proteomic Analysis of 
Corynebacterium glutamicum by 2D-LC MALDI MS/MS; 
Maria Lasaosa; Nathanaël Delmotte; Katja Melchior; 
Christian G. Huber; Elmar Heinzle; Andreas Tholey; 
University of Saarland, Saarbruecken, GERMANY 
MP 576 Proteomic Profiling and Substrate Diversity of Lysine 
Ubiquitination; Guoqiang Xu; Samie R Jaffrey; 
Pharmacology,Weill Medical College of Cornell Univ, New 
York, NY 
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MP 577 The Utilization of Funnel-Skimmer Dissociation with 
Nanospray LC-FT-ICR Mass Spectrometry on Intact 
Proteins; Jennifer S. Cobb1; Michael L. Easterling2; Jeffrey 
N. Agar1; 1Brandeis University, Waltham, MA; 2Bruker 
Daltonics, Inc., Billerica, MA 
PROTEOMICS:  SAMPLE PREPARATION & METHODS I 
(BIOFLUIDS) 
MP 578 An Indepth Look at Plasma Peptidome Stability in 
Different Blood Collection Tubes using LC-MALDI-MS; 
David Craft; Jizu Yi; Craig A Gelfand; BD Diagnostics, 
Franklin Lakes, NJ 
MP 579 High Throughput Proteomics LC/MS for Biomarker 
Validation; Yixin Zhu; Peter Kent; Lori Ann Upton; Kerry 
Nugent; Michrom Bioresources, Inc., Auburn, CA 
MP 580 Mass Spectrometry Analysis of Sialylated Glycopeptides 
Isolated from Serum using Mixed Mode LC 
Fractionation and Affinity Extraction; Ying-qing Yu; 
Joomi Ahn; Petra Olivova; Martin Gilar; John Gebler; 
Waters Corporation, Milford, MA 
MP 581 The Efficient Prefrationation Profiling of Low Molecular 
Weight Serum Proteins in Human Plasma; Jong BOK 
Seo1; DongGuen Sul2; Hye Sook Kim1; Jin Hee Lee1; Gun 
Wook Park1; Jing Young Kim1; sohee Phark2; Myung Hee 
Nam1; 1Korea Basic Science Institute, Seoul, SOUTH 
KOREA; 2Korea University, Seoul, South Korea 
MP 582 Evaulating Top-Down and Bottom-Up Proteomic 
Analysis Strategies for the Analysis of Saliva; Jonathan L. 
Bundy; Michael S. Gardner; Megan D Rowland; Maureen K. 
Bunger; James L Stephenson, Jr; Research Triangle 
Institute, RTP, NC 
MP 583 Validity of Diagnostic Protein Markers for Relapse 
Remitting Multiple Sclerosis is Dependent upon Sample 
Handling and Storage of patient CSF; Christine Jelinek; 
David Wheeler; Avindra Nath; Carlos Pardo; Robert Cotter; 
Johns Hopkins School of Medicine, Baltimore, MD 
MP 584 Endogenous Plasma Peptide Detection and Identification 
in the Rat by a Combination of Fractionation Methods 
and Mass Spectrometry; Fabrice Bertile; Flavie Robert; 
Véronique Delval-Dubois; Sarah Sanglier; Christine 
Schaeffer; Alain Van Dorsselaer; CNRS - IPHC-DSA - ULP, 
Strasbourg, France 
MP 585 Digging Deeper and Faster into Proteome by IgY-
Immunoaffinity Fractionation; Xiangming Fang1; Lei 
Huang1; Sergey Sikora1; Douglas Hinerfeld2; Sunny Tam2; 
Pierre Gagné3; Guy Poirier3; Chris Kusumoto4; Kimimichi 
Obata4; David Yang4; Wei-wei Zhang1; 1GenWay Biotech, 
Inc., San Diego, CA; 2University of Massachusetts Medical 
School, Shrewsbury, MA; 3Laval University, Québec City, 
Canada; 4PSS Bio Instruments, Inc., Livermore, CA 
MP 586 Lectins as Low-Cost and High Throughput Options for 
Depletion of Abundant Serum Proteins; Thomas W. 
Fuller; E. Ellen Schwegler; Michael A. Ward; Lisa H. 
Cazares; O. John Semmes; Richard R. Drake; Eastern 
Virginia Medical School, Norfolk, VA 
MP 587 A Novel Method for the Quantitative Analysis of the 
Interstitial Fluid Proteome; Paul J Skipp1; Erika P 
Parkinson1; Maja Aleksic2; Daniel J Scott2; C David 
O'Connor1; Geraldine Clough3; 1Centre for Proteomic 
Research, Univ of Southampton, Southampton, United 
Kingdom; 2Safety & Environmental Assurance, Unilever, 
Bedford, United Kingdom; 3School of Medicine, Univ of 
Southampton, Southampton, United Kingdom 
MP 588 Assessment Approach for Evaluating High Abundance 
Protein Depletion Methods for Cerebrospinal Fluid 
(CSF) Proteomic Analysis; Kevin Shores; Daniel R. 
Knapp; Medical University of South Carolina, Charleston, 
SC 
MP 589 Pre-Fractionation of Human Plasma Proteome without 
HPLC: pH Step Separation of Tryptic Peptides with SPE 
Cartridges; Weixun Wang; Jun Man; Nathan A. Yates; 
Ronald C. Hendrickson; Merck Research Labs, Rahway, NJ 
 
